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CHAPTER 1

| ntroduction

This guide will take you through the relevant steps so that you will be able to make the most of
your BioLog products. The guide is structured into chapters that will guide you through the process
of installing the software, using the BioL og products and lastly some of the options that are
available to you for making your efforts and experience of using the software as efficient, effective
and pleasant as possible.

The chaptersin this guide are placed in an order that you will need to follow in order to
successfully use the BioL og products first time. Experienced users of the software may choose to
skip thefirst two chapters. However, if you are about to use a newer version of a BioLog and/or
Interface Cradle, we recommend you at least skim the installation chapter for any relevant changes
that should be performed prior to using your new version of BioLog hardware.

This guide covers al the featuresincluded in version 1.7 of the BioLog Analyser software. The
chapter "Finding your software version” included later in this guide will help you through the
process of finding out what version of the BioLog Analyser software is being used and will help
explain and determine if this version of the guide refers to the version of the software being used.
The chapter "Getting updated software” included later in this guide will help you through the
process of obtaining an updated copy of the software. Therefore, if you find afeature described
within this guide that does not appear in your software and/or a feature within the version of
software being used that is not described in this guide, then we recommend you obtain a newer
version of the software and/or a newer version of this guide. Y ou may obtain afree online copy of
the latest version of this guide from the BIOCONSERVACION SA Internet site,

www . bioconservacion.com.

Although this guide includes all the relevant information to install and use the product range
supplied by BIOCONSERVACION SA, there are at times an expectation that the reader is familiar
with using their computer and the Windows® operating system. If afeature of the softwareis
specific to aversion of the Windows® operating system, the guide will indicate appropriately for
you the relevant differences.

Feedback, positive or negative, about the software, the BioL og products and/or this guideis
welcome. If you believe the products could be improved, you are welcome to send us your
comments and we will do our best to include the improvementsin afuture release.



CHAPTER 2

|nstalling the software

To make use of your BioLog you will need to first install the software on your computer. This will
alow you to prepare your BioL og(s) for use, retrieve the readings the Biol og(s) have recorded,
and analyze the data. This chapter will take you through the steps necessary to successful install the
software on to your computer so you can begin using your BioLog(s). The process of installing the
BioL og Analyser software should be very familiar to users that have previously installed other
software and therefore some experienced users may choose to only skim read or entirely skip this
chapter. If you are new to using a computer and/or unsure about installing the software, we
recommend you read the remainder of this chapter.

In This Chapter

SYSIEM rEQUITEMENES ...ttt 5
Getting a copy Of the SOftWEIe............covevirerieeeeee e 6
The iNstallation PrOCESS........coeeerereeeereeie e 7
Starting the SOftWare .........cccv e 8

System requirements

To ensure that the software will be able work with your computer, the following lists the minimum
specifications required:

= Pentium Il 233MHz processor

= 64MB RAM

=  20MB free disk space

= Windows NT, Windows 2000, Windows XP, Windows VISTA

= Internet Explorer 5.0 or later

= 1 available seria port and/or 1 available USB port

= 800 x 600 screen resolution

= 256 screen colors.

The recommended specifications are:

= Windows 2000, Windows XP, or later

= Internet Explorer 6.0 or later

= 65535 (16hit), or more, screen colors.

= 1024 x 768, or higher, screen resolution.

If you are unsure of what your computer specifications are, please read the appendix "Finding your
computer specifications', which will help you locate the relevant information.
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Getting a copy of the software

The software is available for download from the BIOCONSERVACION SA Internet site,
www.bioconservacion.com. BIOCONSERVACION SA does not charge for the download of the
BioLog Analyser software or for the updates to the BioL og Analyser software. Y ou are welcometo
distribute copies of the BioLog Analyser software provided it is distributed in the packaged format
as originally downloaded from the BIOCONSERVACION SA Internet site.

When you visit the BIOCONSERVACION SA Internet site, follow the software navigation links to
obtain a download link for the latest version of the BioLog Analyser software. The request to
download BioLog Analyser software from the BIOCONSERVACION SA Internet site will result
in an email automatically being sent to you with the download link for the latest version. To begin
the actual download of the software process, click on the link provided in your email, and your
email software will prompt you to save or open thefile.

File Download X

o Some files can harm paur computer. [F the file infarmation belaw
\:/ look.s sugpicious, or wou do nob fully tust the source, do not open or
zave thiz file.

File name: biologanalyser_11r2 . exe
File type:  Application

Fram: s, biocanservacion, cam

,-'i\-, Thiz twpe of fle could harm your computer if it contains
malicious code,

Wiould you like to open the file or zave it to your computer?

Dpen m-ave |[ Cancel ][ More Info

We recommend choosing the option to save the file to your disk and to save the file to your
desktop. If you are an experienced user you may wish to save the file to a different folder of your
choosing. Once the installation process has been completed, thisfile can be safely deleted, asit is
not required for using the software.

Only one file needs to be downloaded to enable installation of the software on your computer.
Once the relevant installation file has been downloaded to your computer, you only have to open
the file to begin the installation process.
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Theinstallation process

Toinstall the BioLog Analyser software, first you need to locate the installation file that was
downloaded from the BIOCONSERVACION SA Internet site. To begin the installation process
open the installation file, which is typically performed by double clicking the left mouse button.

Tip: Double clicking a mouse button, implies the user clicks the same mouse button in quick
succession.

The installation process will guide you through the relevant steps to correctly and successfully
install the software. If you have installed any other software, you should find the installation
process familiar. To proceed through each step of the installation process, click the "Next" button.
If you want to change a previous step you can click the "Back" button. When the processis ready
to be completed, clicking the "Finish" button, when it appears, will finish the installation process. If
you want to stop installing the software, click the " Cancel" button.

We recommend you leave all options to their default setting, especialy if you are unsure of what
option to select or what the actual implications are if the option was to be changed.

During the installation process, a window similar to the following picture may appear. Thisis part
of the process of installing the driver for the USB Interface. Clicking on the "Continue Anyway"
button will alow the driver to be successfully installed. The chapter "Resolving USB Driver
Problems’, included later in this guide will guide you through the necessary steps to successfully
install the driver for the USB Interface if the "STOP Installation” button was clicked.

Hardware Installation

' 'I_., The software you are inztalling far this hardware;
L
IISE Interface

has not paszed ‘Windows Logo testing ba wvernify itz compatibility
with windaws =P, [T ell me why this kesting iz important. |

Continuing your installation of this software may impair
or destabilize the correct operation of your system
either immediately or in the future. Microzoft strongly
recommends that you stop thiz installation now and
contact the hardware vendor for software that has
paszsed Windows Logo testing.

Continue Arnypway ] E._E_TEIF' |nztallation |
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Starting the software

At the conclusion of the installation process, the final screen will provide you with an option to
immediately start the BioLog Analyser software. If the option "Start BioLog Analyser after
finished" is not visible, then you require other newer software, for example a newer version of
Microsoft Internet Explorer, to be installed prior to the BioLog Analyser software being able to
successfully start.

BioLog Analyser - InstallShield Wizard

Installshield Wizard Complete

The InstallShield Wizard has successfully installad BioLog Analyser. Click Finish ta exit the
wizard,

[ Start BioLog Analyser after finished

InstallShield < Back ] [ Finish Cancel

Theinstallation of the BioLog Analyser software will also provide you with two simple methods to
start the BioLog Analyser at alater time:

1 A "Shortcut" on the desktop, which you can double click to start the software.

A

BioLog
Analvser

2 A "Shortcut" in the "Start" menu system.
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If you are using Windows XP, you may need to click on the "All Programs" item to locate the
"BioLog Analyser" shortcut, like in the following picture.

Y e ‘] username

i Internet |__-_} My Documents
Internet Explorer ;

'f.-i_ E-mail 5 My Recent Documents
Cutlook Express

IF@? My Pictures
&2 Windows Catalog

“ \windaws Update

\, MaM Explorer

® Windows Media Plawe
ﬁﬁ Wfindows Movie Mal |

@ Tour Windows =P

1ol } Files and Settings Tr
e \Wizard

|® Accessaries 3

@ Games 4

RAACION 54 4

E BinLog Anakyser

Skarkup » '@ BioLog Analyser User Guide

Internet Explorer
M3M Explorer
Cutlook Express
Remote Assistance

‘indows Media Plaver

O848 T

all Programs B Windows Messenger

—ompuker

4 start

If you are not using Windows XP, you will find the "BioLog Analyser" shortcut in the
"Programs" menu, in asimilar location to the following picture.

-] Programs @ Accessories r
c @ Startup »
; @ Documents ¥ & Internet Explorer
: Lﬁl Outlook Express
I% Setkings 4
E @ Adobe Acrobat 4.0 b|
Q % Search = SERVACICN 54 BioLag Analyser User Guide
';> E BioLog Analyser
L @ Help
§ Ruri. ..
-
E Shut Down

EStart =0
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CHAPTER 3

Quick Start Guide

Y ou've got the software installed on your computer and now you want to use the BioL og, see how
it goes and what it can do. This chapter will briefly cover the steps involved to get your BiolLog
ready to use, how to get it started and then retrieve the recorded information out of the BioLog. The
subsequent chapters will explain in more depth these steps and the various options available to you.

In This Chapter

Connecting the INtErface ... veee e 10
Using the BioLog with the Interface.........cccovveeveveeece e, 12
Get aBioLog ready fOr USE........cooeieierereresie e 13
Starting and using the BioLOg.........ccccoviieie i 20
Retrieve information from BiOLOg ......cccccvevveveieereiece e, 22

Connecting the I nterface

There are two types of the Interface Cradle available. The first connects to the computers serial
(RS232) communications port and the other connects to the computers USB (Universal Serial Bus)
communications port. Although there may be multiple connectors on the computer for each of
these types of communications ports, the shape of each is unique and therefore it is not possible to
connect the Interface Cradle to the wrong type of communications port. The software supports the
connection of multiple Interface Cradles at the same time and therefore as many serial and/or USB
Interface Cradles as are needed and the computer supports may be connected.

The connectors for the serial (RS232) communications ports typically look like the following
picture.

Serial (R.5232) Part on computer Serial (R5232)
Interface Conneckor
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Serial (RS232) communication ports can be typically found at the rear of the computer and there
are usually at most two ports installed on a single computer. Most seria Interface Cradle
connectors will have screws included on the plug and as such we recommend that these are
tightened when the connector is plugged in so that it does not accidentally pull out during usage.

The connectors for USB devices typically look like the following picture.

I1SE parks on the computer IJSE Interface conneckor

Connectors for USB devices and the sockets on the computer where USB devices are plugged in
will often display a USB logo nearby to help them be identified. Example pictures of the USB
logos that may appear are:

= <

The sockets for the USB communication ports are typically located at the rear of the computer. In
some computers there may also be two or more USB communication ports located on a front panel
of the computer and/or on the top of the computer case. Please ensure that the software has been
installed prior to connecting the USB Interface Cradle to the computer as the software installation
aso ingtalls the drivers required to successfully connect and use the USB Interface Cradle. If you
experience problems getting the software to find and identify a connected USB Interface Cradle
then there may have been a problem during the installation of the software with the installation of
the driversthat the USB Interface Cradle requires. The subsequent section resolving USB driver
problems will guide you through the steps necessary to resolve any problems with getting USB
Interface Cradles working on the computer.

If the computer is using the Windows NT® operating system, a USB Interface Cradle will not be
ableto be used, as Windows NT® does not support USB devices.
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Using the BioL og with the
|nterface

The BioL og fits into the Interface Cradle slot with the front of the BioL og facing towards the front
label of the Interface Cradle with the contacts on the reverse side, similar to the following picture.

If you look into the Interface Cradle slot, you will be able to see where the contacts connect with
the matching contacts in the Interface Cradle.

When placing the BioL og into the Interface Cradle slot, you should be able to feel avery slight
resistance as the contacts "grab" the BioLog. Thisisnormal. Removal of the BioLog will cause a
slight clicking noise as the contacts snap back into their "unloaded position".

If the BioL og has readings stored within its
memory, the software will automatically
start to download the data and will also
display an animated picture during the

download process, similar to the following
picture. & new BioLog has been detected in the inkerface,

Please wait while its readings are downloaded.
There are 1 remaining BioLog(s) to download,

The download process can be stopped by

clicking on the "Cancel" button below the

download animation or by pressing the
"Esc" key.
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Get a BioLog ready for use

To begin the process of preparing a BioL og to record information, first click the BioLog icon (@)
that is located on the toolbar, which will start the BioL og wizard.

[3 BioLog Analyser CEX)
File Edit EioLog Help
NEeEEHE & &< B L Y p ol O s

-

The BioLog wizard performs two distinct tasks:

1 It finds the communication port (USB and/or Serial) that the BioL og is attached to through the
Interface Cradle and retrieves the data that is stored within the BioL og, and

2 Italowsthe BiolLog that is currently connected and in the Interface Cradle to be prepared for
its next use.

Thewizard is akey part of the software that is used for each of the steps.
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Wedcome

First the Wizard has awelcome screen (thisis"1" on the Action List). This asks you to make sure
you have not neglected to place the BioLog firmly in the Interface Cradle.

= 1. Welcome and general
instructions

2, Locake BioLaogls),
download and save
relevant data

3. Configure BioLogls) for
nexk use

4, Prepare BioLog(s) For
nexk use

Action List Welcome to the Biol.og access wizard.

This process will take vou through a series of steps that will allow you ta retrieve any
information that exists within a BioLog produck, For example recorded temperature
sensor readings, and change the configuration of a BioLog produck ready For its nexk
use,

Please ensure the Following are carrect;
1. BioLog Interface is plugged into computer communications part,
2, BioLog logoer is completely inserted into the BioLog Interface,

[ Da not show me this information again;

Mext = Cancel Help

The Wizard isresponsible for certain "Action Steps' and these are clearly listed at the left in the

wizard window.

To get to the next screen, click on and the next wizard screen will appear. The green
arrow will indicate you have moved to Step 2.
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L ocate BioL og(s) download and savereevant data

Action List

+ 1, Welcome and general
insktruckions

= 2. Locate BioLogis),
download and save
relevant data

3. Configure BioLogls) For
nexk use

4, Prepare BioLog(s) Far
next use

The software will locate the Biolog products For wou, download the relevant
information and save the information ko disk, Please wait while this process
completes, When completed you can press the Mext button to configure the Biolog
producks Far their next use, or press the Clase butkan to exit this process,

Location ] Inkerface Model | Biolog ID Readings
EH Fcom BLI/RS232 7030000077 5az

W ooz BLI/RSZS2 Mat Found

= = BLIJIISE 7030000015 52
pa= N ELLUSE Mot Found

100%:

< Back Mext = Close ‘ Help ‘
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In this screen you will see one of the following pictures next to each of the itemsin the list:

= (no picture) indicates the software is still using this communications port.
» [ paawas successfully retrieved from the BioL og and stored/saved to disk.

= ¥ Datawas successfully retrieved from the BioLog but there was no need to save the
information to disk.

= The software was unable to detect an Interface Cradle connected to the communications
port or was unable to detect a BioLog in the Interface Cradle.

« & The BioLog isasingle use logger and cannot be prepared for use again and should
therefore be returned to the supplying distributor or agent once you have finished with the
BioLog. You will still be able to continue to retrieve information stored within the BioL og.

The BioLog should be almost instantly recognized by serial number and the number of readings. It
is possible to have and use more than one communication port at atime and if so, the wizard will
find all the BioL ogs.

The communication ports that are not in use (the ones that initially are reported with the ket mark)
can be removed from view by selecting an option. You don't have to do that now, but you can do it
later to clean up the "wizard window" appearance.

To get to the next screen, click on and the third wizard step screen will appear. The

software will automatically proceed to the next wizard step, asif the user clicked on ,
if each of the Interface Cradles detected have a BioL og detected in them and the information within
the BioL og was successfully retrieved.
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Configure BioL og(s) for next use
a Biolog rs__(
Action List User I0: | Description of monitored environment
+ 1. Welcome and general |PUSh buttan start . |
instructions Enable pre-start logging

" 2. Locake BioLog(s),
download and save

velevant data (*) Record readings so that:

() Record readings continuously, overwrite oldest when memaory Full

- 3. Configure BioLoa(s) for Readings recorded will span at least days

Enable the QK (Green) indicakor
Hurnidity l Temperature l

Enable the alert {Red) indicator, when:

Readings below ar above %aRH,

Afker consecutive alert readings (2 Hours)

[ ]afrer alert readings have accurred (MNane)

Leave alert indicator enabled even if readings return within alert range

IEEES U Mumber of readings ko record 7,200 ¥ | maximum is S003
4, Prepare BiolLogls) Far )
next use Record a reading every | g5 E | |Minutes " |
Beqin recording after a delay of | n £ | |Minutes V|

[ ]clear and reset alert when START MARE button pressed

Configure requires a passward | IIIITT]

[ < Back ] [ Mexk ] [

Close ]

[

Help

The options are available so you have appropriate control over the way the BioL ogs will behave

and store data for the upcoming period of recording. These options are explained in more detail in

the chapter "Preparing BioL og for use". Click L= =

you will see the final confirmation screen.

to record the configuration data and
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Prepare BioL og(s) for next use

The last Wizard screen involves sending the new configuration data to each BioL og to prepare
them for their next use. While the software is sending the new configuration data to each BioLog
the top of the window will look similar to the following picture. The process of sending the new
configuration data to each BioL og should take less than 20 secondsin total to complete.

X

Please wait while the updated configuration setkings are uploaded ko the BioLogis),

Do not remove BioLog(s) or
disconnect interface during this process.

Locakion | Inketface Madel | BioLog ID
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Once the software has finished uploading the updated configuration information into each BiolLog,
the window displaying the progress will look similar to the following picture.

Action List Configuration settings have been uploaded to Biologis) below.

1, Welcome and general

s
MStrHEHens The BioLog(s) below are now ready to start/be started.

+ 2, Locate BioLog(s),

download and save Location | Irterface Model ] BioLog ID J
relesant data
v Foomt BLI/RS232 0060020511
"3, Configure BioLogis) for v 6 USE ELI/USE 6100013513

nexk use

4. Prepare BioLogis) For
nexk use

100%:

< Back Mext = Close ‘ Help ‘




20

BioL og Analyser

In this screen you will see one of the following pictures next to each of the itemsin the list:

= (no picture) indicates the BioLog is still in the process of being prepared for its next use.

¥ The BioLog was successfully prepared for its next use.

X The BioL og failed to be prepared for next use. Press to try again.

W The battery within the BioLog islow and is unlikely to have enough capacity to record al
the data you want during its next use. In this situation the BioL og should no longer be used.

When all BioL ogs have finished receiving their new configuration data, click toclose
the wizard. Y our BioLog(s) are now ready to be started and used.
Please note that the automatic download feature is disabled in this screen. If you use the

button to configure a different BioL og, you may update the configuration of a
BioL og with unsaved data.

Starting and using the BioL og

Once a BioL og has been successfully configured for useit is ready to be started. There are two
discrete methods available to start a BioL og recording, which are selected during configuration.
These start methods are explained in more detail in the chapter "Preparing BioLog for use".

1 By pressing and holding the START MARK button on the BioLog until both the OK and Alert
lights alternately flash on and off.

2 By waiting until the date/time defined during configuration is reached, at which time recording
will automatically commence. Pressing the START MARK button will have no effect until
recording has commenced.
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Y ou can also have the BioLog record an "inspection” mark at any time whileit is recording, simply
by pressing and holding the START MARK button on the BioL og until both the OK and Alert
lights flash on and off at the same time. Y ou may have the BioL og record as many inspection
marks as you want while it is recording, however only one inspection mark can be recorded per
reading. In other words, if your BioL og is configured to take readings at 15 minute intervals,
inspection marks can be recorded at intervals of 15 minutes or more. If the BioL og has finished
recording then pressing the START MARK button will have no effect until after the BioLog has
been prepared for next use.

Oncethe BiolLog has started recording (either via Start button or date/time start) the Alert and OK
indicator lights operate in the following manner:

Red 'Alert’ light : Flashes every 4 seconds if a configured alert condition has been met and/or
exceeded.

If an alert condition is still present at the end of recording then the Alert light will continue to flash
at the samerate.

Green'OK' light: Regularly flashes every 4 secondswhile recording is active to indicate that no
aert condition is present.

If recording is complete and no alert condition is present then will flash regularly every 8 seconds.

Only flashesif no aert condition is present.

BT EOr SRR
——

[ cimm e v red mms d

This is the START MARE buthon that
will start the LogTag recording and
will record an inspection mark,
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Retrieve information from
BiolL og

When you are ready to view the recordings that are stored within the BioL og, just place the BioL.og
into the Interface Cradle as before. If the BioL og is still recording when you go to retrieve the
readings it will continue to record without interruption so you will be able to download again later
if you choose.

If the BioL og has readings stored within its memory, the software will automatically start to
retrieve a copy of the recording contained within the BioLog and will also display an animated
picture during the download process, similar to the following picture.

& new BioLog has been detected in the inkerface,
Please wait while its readings are downloaded.,

There are 1 remaining BioLog(s) to download,

Cancel

Once the readings have been successfully retrieved from the BioL og(s), the software will display
the information for you. The chapter "Results from BioLog" explainsin more detail the
information that is displayed to you as aresult of retrieving the recorded readings from BioL og(s).
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Preparing BioL og(s) for use

Before you can use a BioLog to monitor and record environmental conditions you must first
prepareit for use. The process of preparing a BioLog for use allows you to define a number of
parameters, including:

= How long it should record the environmental condition for, so that you can be assured that it
will record for the duration of time required. For example, if you want it to monitor a shipment
that will take 10 daysto deliver, you will be able to make sure it will record the humidity
and/or temperatures throughout the entire 10 day period.

=  How often it should record the environmental conditions.

= Under what conditionsit should display an alert. An aert indicates when the environmental
condition being recorded is not within set limits.

This chapter explains how to prepare a BioL og for use and what the options mean.

In This Chapter

Getting aBioLog ready fOr USE........cccccveveerieevieeven e see e 24
Restricted ACCESS REQUINEMENTS..........cciiviiieeeieeee e 25
Preparing BioLog fOr NEXE USE........coceiiieeieseee e 26
ALt PrOCESSING ...vveiveeeieeiecie e ee e s ee e eeete s snreeeeeneee e 29
Verify ACCESS PaSsSWOr........cccoceeiueiiiceerie e 32
Pre-start data COlECioN..........cccveceieeeee e 33
CONtiNUOUS OPEFaLiON .......veeveesieesiee e see e e steesteesresseesee e e nreenneenneas 33
Working with batches of BiOLOgS .......ccccvveeveieecese e 34
Getting the best from your BioLOg ........ccccoereereninineneeeeeeeesiee 35

Prolonging battery life........coov oo 36
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Getting a BioL og ready for use

There are two ways to prepare a BioL og for use, both of which will achieve the same result. Once a
BioL og has been through the configuration process to get it ready for next use, any readings
previously recorded will no longer be available for retrieval.

1 Click the BioLog icon (@) on the toolbar or the "Wizard..." menu item located in the BioLog
menu.

[ BiolLog Analyser

File Edit |Biolog| Help

El = Carfigure... F3 @ @ an, h‘?

Download... F4

Hbernate... FS

W wizard... Fz

Thisisthe safest option, asit will retrieve any readings that are stored within the BioL og and
save them to disk before getting the BioL og ready for next use. This option is useful when you
are unsure whether or not the readings stored within the BioL og have been previously retrieved
and saved to disk.

2 Click the"Configure..." menu item located in the BioL.og menu.

Thisisthe quickest option, as it does not involve the step that retrieves any readings that are
stored within the BioL og. This option is useful when you know you have previously retrieved
the readings or you no longer need a record of the readings that are currently stored within the
BioLog.

The wizard will appear once you have selected the option of your choice to guide you through the
necessary stepsto prepare aBioL og for next use. While the wizard is visible the "Automatic
download" feature will be disabled.
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Restricted Access
Requirements

Every BioL og supports an option that, when enabled, resultsin users being required to provide the
correct password to gain further access to the BioLog. When the restricted access option is enabled,
awindow similar to the following picture will be displayed alowing the user to enter the correct

password.

Restricted Access

(7L Access to the BioLog below is restricted and requires a
} passward ko cankinue,

BioLog IC: | oos00E051 1

User I | Description af monitared environment

Password; | |

| Zancel Help

The relevant process and/or wizard will only continue successfully if the correct password is
supplied by the user. Passwords are case sensitive and therefore the passwords "Bob™" and "bob",

for example, are different.
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Preparing BioL og for next use

The "Configure BioLog(s) for next use" step provides you with all the options that can be
configured to effect how a BiolL og records data during its next use. Once the changes within this

screen have been made, if any, click to send the configuration information to the
BioLog(s).

; Biolog
Action List User ID: | Description of monitored environment
" 1. Welcome and general Push button start 3
instructions Enable pre-start lagaing
+ 2. Locate BioLogis), () Record readings conkinuously, overwrite oldest when memory Ful

download and save

velevant data (*) Record readings so that:

B 3. Configure BioLoals) For Readings recorded will span at least | 25 & days
next use Mumber of readings to record 7,200 = | maximum is §003
4, Prepare Biolog(s) For =
next Use Record a reading every 5 » | |Minutes w
Beqin recording after a delay of | 0 > | | Minutes w

Enable the QK {Green) indicator
Hurnidity Temperature
Enable the alert (Red) indicatar, when:
Readings below | 326 % | orabove |55.2 (% | “%RH.
after | 24 = | consecutive alert readings (2 Hours)
[ ]after |0 % | alert readings have occurred (Mone)

Leave alert indicator enabled even if readings return within alert range

X]

[ ]clear and reset alert when START MARK button pressed

Configure requires a passward [TTITTIT]

[ < Back, ] [ Mext = ] [ Close ] [ Help

The following table describes each configurable option that is permitted to change.

Function Purpose

User ID This can be used for identification of the load in transit to be monitored, or
simply an identifier that describes the purpose of the monitoring. Bill of

L oading information, Shipper, commaodity, contact name and other
relevant information can be placed here.
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Start method

Thisis used to determine how/when the BioL og will start recording its
next set of readings.

When the Push-button option is selected, the BioLog will start recording
when the START MARK button has been pressed and held until both the
OK and Alert lights alternately flash on and off. If pre-start recording is
enabled, the BioLog will start logging pre-start readings immediately (see
section "Pre start data collection™).

When the Date/Time option is selected, the BioLog will automatically
start recording at the date/time defined in the subsequent field. Pressing
the START MARK button prior to the start date/time will have no effect.
There will be no pre-start readings recorded prior to the start date/time.

Note: When using the Date/Time start option, the earliest start time that
can be selected is two minutes after the current time. This delay allows
you to complete the remaining configuration options and gives the
software enough time to configure the BioL og before it starts.

Enable pre-start logging

Pre-start logging is a feature that protects the recording in the event of a
failure to actually pressthe START MARK button to initiate the
recording. It isan insurance policy against the loss of critical data. Thisis
almost always checked for transit monitoring applications. This option is
further explained in the section "Pre start data collection”.

Record readings
continuously, overwrite
oldest when memory full

Thisiswhat iscalled a"datawrap" in which the recorder just keeps
writing data to memory. It isa"moving window" of data. For example,
thisis useful for fixed base MKT monitoring with the interval set to one
year, so that the current "yearly MKT" can always be in the memory of the
BioL og. If this option is selected, the user will be "opted out" of the next
two options. This option is further explained in the section "Continuous
operation".

Record readings so that:

If thisis selected, the logger stops logging when the number of data points
has been gathered and stored in memory that spans at least the number of
days specified below. When this option is selected, the following two
options will determine the number of data points over the span of time that
will be recorded.

Readings recorded will
span at least X days

If you know how long you want to record, the Configuration screen will
automatically set the number of readings to be collected at a particular
interval. This setting will only have an effect if the above option "Record
readings so that:" is selected.

Number of readings to
record X maximumis'Y

This data box will display the calculated number of readings if you select
atime span and an interval. Alternatively, you can select the number of
readings desired, and the time span will be altered based on the interval. If
thisis selected, the logger will stop logging when the number of readings
has been gathered and stored in memory. "Y" represents the maximum
number of readings the BioL og can store, however with a selected interval
and a selected time span, you may not need to use all of the available data
space. This setting will only have an effect if the above option "Record
readings so that:" is selected.

Record areading every X

This determines how fregquently the BioL og records the environmental
humidity and/or temperature into itsinternal memory.
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Begin recording after a Determines how long after the START MARK button on the BioL og has
delay of X been pressed that it will actually begin to record the environment humidity
and/or temperature. This feature is useful for example, when the BioL.og
could falsely trigger an aert because the environmental conditionsit is
being started in is quite different to the environmental conditions to be
monitored. If pre-start logging is enabled, the BioLog will continue to
record pre-start readings during this delay.

Enable the OK (Green) This determines whether or not the green light should function while the
indicator BioL og isrecording after being started.

Humidity / Temperature These tab controls will allow the humidity and temperature alert
conditions to be configured independently. These tab controls will only
appear when configuring a BioL og that has a humidity and atemperature
sensor. If the BioLog has only one sensor then the following alert
conditions will apply to that sensor.

Configure requires a Thisfeature allows the user to define a password that must be provided to
password configure the BioL og next time. If this option is enabled and the password
changes, the user will be required to verify the new password when the
wizard progresses to the next step. Passwords are case sensitive and
therefore the passwords "Bob" and "bob", for example, are different.

Download requires a If this option is enabled, the BioL og's recorded data can only be
password downloaded after entering the correct password.

Note: Only one password can be provided for each BioLog. The same
password applies to the Configure and Download actions.

If the battery within the BioL og is detected to be low and therefore not recommended for further
use, the software will display awarning to you in the top right corner, like the following example.

ser ID:

Enable pre-start logging Battery low

() Record readings continuously, overwrite oldest when memory Full
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Alert Processing

The BioLog can display avisual alert aswell asindicate in the software whether or not certain
conditions have been met. Please note that matching these to known conditions of interest in your
monitoring program may require some information about the effects of exposure to different
durations of out-of-range humidity and/or temperatures.

As with the other logging parameters these are adjusted in the "Configure BioLogs for use" screen.

| Enable the alert (Red) indicator, when:
Readings below  -40 *| orabove 85 = °C.
| after 7 = | consecutive alert readings (210 Seconds)
| After 10 = alert readings have occurred (5 Minutes)

| Leave alert indicator enabled even if readings return within alert range

Clear and reset alert when START MARK button pressed

The following table describes each configurable option.

Function Purpose
Enable the Alert (Red) This determines whether or not the red light should activate when an alert
indicator when condition has been detected. An aert occurs when one or more of the

conditions described below have been met. When an alert condition has
occurred, thisindicator will flash at aregular interval.

Readings below X or Y ou can set the upper threshold limit and lower threshold limit by entering
aboveY the appropriate information in the boxes. If the reading does not go below
X or above Y then the alert indicator will not activate. Charts will display
aert readings according the settings made in the BioLog Analyser

After X consecutive aert This feature allows the user to specify the condition that will trigger an
readings (W minutes) alert. Note that the number of minutes shown will depend on the number
of aert readings you enter into the box AND the recording interval already
specified. For example, if X is 3 and two readings are above the upper
threshold limit but the subsequent reading is below the upper threshold
limit and still above the lower threshold limit then the aert indicator will
not activate. Maximum value is 256, minimum is 2.

After X alert readings Thisfeature allows the user to add an additional “or” type of condition to
have occurred (W trigger an aert. Y ou may want to add up the total number of alert readings
minutes) in addition to or instead of consecutive readings. Maximum value is 256,

minimum is 2. An example of the use of thisfeatureisincluded later in
this section.
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Leave aert indicator If this option is enabled then the alert indicator will remain active, even if
enabled even if readings the current reading does not meet the aert conditions specified by the
return within alert range previous controls.

If this option is disabled then the alert indicator will remain active only if
the current reading meets the alert conditions specified by the previous

controls.
Clear and reset alert when | Thisfeature will turn off an active alert when the BioLog's START
START MARK button MARK button is pressed. It will also reset the internal aert counters such
pressed that it would be as if no alert condition had occurred at all while the

BioL og was recording.

Should the BioL og subsequently detect afurther alert condition, the alert
will activate again.

Once the BiolL og has finished recording, pressing the START MARK
button will not clear and reset any active aert.

If the BioL.og being configured does not support this feature, it will be
disabled and its setting cannot be changed.

Example:

Y ou wish to configured a BioL og so alert conditions are indicated if 5 continuous readings are
out-of-range or 7 total readings are out-of-range. Alert parameters should be set as follows:

after |5 % | consecutive alert readings (5 Minukes)

After | 7 | alert readings have occurred (7 Minukes)

Leave alert indicator enabled even if readings return within alert range

This table shows how different conditions would result in the Alert Indicator flashing or not:

What the BioL og recorded What the BioL og indicated

2 readings out-of-range, return to normal, 2 Neither alert condition is met.

readings out-of-range, return to normal, 2 The maximum number of consecutive out-of-spec
readings out-of-range, return to normal readingsisonly 2 (5 required.)

The total out-of-range eventsequals2 + 2 + 2 =6.
The alert condition is 7 total, so the alert does not go
off.

No Flashing Red Alert Indicator
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4 readings out-of-range, return to normal, 4
readings out-of-range

Thefirst dert condition is not met, as the the
maximum number of consecutive out-of-spec
readingsisonly 4 (5 required.)

The second aert condition however IS met since the
total out-of-range eventsequals 4 + 4 =8. The dert
condition is 7 total. so the alert DOES go off.

Flashing Red Alert Indicator

4 readings out-of-range, return to normal, 2
readings out-of-range

Neither alert condition is met.

The maximum number of consecutive out-of-spec
readingsisonly 4 (5 required.)

Thetotal out-of-range eventsequals 4 + 2 =6. The
alert condition is 7 total, so the alert does not go off.

No Flashing Red Alert Indicator

6 readings out-of-range, return to normal

The second alert condition is not met, as the total
out-of-range events equals 6 (7 required.)

The maximum number of consecutive out-of-spec
readings however is 6, the aert condition is5
consecutive readings, so the aert DOES go off.

Flashing Red Alert Indicator

Please note following special conditions:

1. If you wish an aert to be indicated on the first reading that is recorded out-of-spec, place atick

in the box next to "Enable the Alert (Red) indicator when" and remove the ticks in both boxes next
to the "After X consecutive alert readings’ and "After X aert readings have occurred”.

2. You can not enter a number into the "After X consecutive aert readings’ field which is larger
than the number in "After X alert readings have occurred”, since the latter alert condition would

aways be met first.

3. Similarly, you can not enter a number into the "After X alert readings have occurred” field which
issmaller than the number in  "After X consecutive alert readings’. The software will adjust field

values as appropriate.
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Verify Access Password

When configuring a BioL og for its next use, if the user enables the "Configure requires a
password" option and/or changes the password to restrict access to the BioL og, then the user is
required to verify the password to be defined before it will be stored in the BioL og. The window
that will appear to verify the password will be similar to the following picture.

Verify new password §|

~1  The password for the BioLogis) has changed. Please
[ 3 verify the new passward ko be used,

User ID: Description of monitored environment
Passward;
[ Ik l [ Zancel ] [ Help ]

Once a password has been stored in the BioL og, further accessto it can only be achieved by
providing the correct password. Therefore, if apassword is forgotten further access to the BioLog
will not be possible. Passwords are case sensitive and therefore the passwords "Bob" and "bob", for
example, are different.
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Pre-start data collection

The BioLogs support afeature called "pre-start logging"”, which can be selected during
configuration.

When pre-start logging is enabled the BioL og will automatically start logging as soon as
configuration is completed. It will record at the same sampling interval as defined in the
configuration and will continue to record until the user starts the BioL og by pressing the START
MARK button on the BioL og. Once the BioL og has been started, it will record as per the
configuration settings. While the BioL og is recording pre-start readings the Alert LED on the
BioLog will not activate if an alert condition is detected.

Pre-start logging is useful as afail-safe recording setting so if the BioLog is not started at the
appropriate time, the readings will still be available to view later.

When the readings are retrieved from the BioL og, any pre-start readings will be identified as
pre-start readings so the user can quickly identify the readings recorded before and after the
BioL og was started.

All BioLogs have afinite amount of memory to store the readingsit records. Therefore, while the
BioL og is recording pre-start readings the BioL og will operate in its ‘continuous operation’ mode,
which is explained further in the section "Continuous operation". Once the memory within the
BioLog isfull the oldest pre-start reading will be overwritten with the latest reading recorded,
regardless of whether the reading recorded is a pre-start reading or areading to be recorded after
the BioL og has been started.

Continuous oper ation

All BioLogs have afinite amount of memory to store the readings that are recorded. When the
BioL og is recording readings continuously it will not stop once the memory within the BioLog is
full of readings. Rather it will replace the oldest reading stored within the BioL og with the latest
reading so that only the most recent readings are maintained in the BioLog's memory.

If the BioL og being configured does not support this feature, you will not be able to select this
setting.”
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Working with batches of
BiolL ogs

Y ou may find that at some stage you need perform asimilar task on multiple BioL ogs, whether it is
retrieving readings stored within the BioL ogs and/or preparing them for their next use. The BioLog
Analyser software has been designed to make the effort involved with multiple BioLogs as simple
aspossible.

To retrieve acopy of the recorded readings stored within multiple BioLogs, ssmply insert each
BioL og to download into the Interface cradle. The software will then automatically retrieve the
recorded data from the BioL og, saveit to disk and then display the information for you. Therefore,
you will be able to retrieve the recorded readings stored from within one or more BioL ogs without
needing to interact with the software and/or computer.

To prepare multiple BioLogs for use you can use the "Wizard..." or the "Configure..." wizard,
available in the "BioLog" menu, depending on whether or not you want to retrieve and save a copy
of any readings recorded within the BioLogs you are about to use. Simply prepare the first

BioL og(s) as per usual and at the conclusion of the last step remove the BioL og(s) from their
Interface Cradle, place the next BioL og(s) to be prepared for their next use into an Interface Cradle

and click . Therefore, you will be able to prepare multiple BioLogs for use with
minimal interaction with the software and/or computer.
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Getting the best from your
BiolL og

Many users of humidity and/or temperature loggers are used to attaching the logger to a hook or
tie-wrapping them to a monitored object. A wide variety of attachment methods can be used with
the hole on upper right hand corner of the BioL og, such as bolting the BioL og in position, attaching
it to a packaging strap, using a car-seal for security or other means.

The hole is quite strong, so most means of attachment will not compromise the structural integrity
of the BioLog. We do, however, recommend that the dead weight stress on the hole itself not
exceed 5 pounds (2 Kg).

The sensor for the BioL og is also very responsive, so we recommend you position the BioLog in a
location, where it will not be susceptible to changes in temperature due to operational activities.
For example, it is not recommended you place a BioL og beside a door way, as every time someone
passes through the door, the BioL og will register the change of environmental temperature dueto
the breeze that will be generated by the person, which does not necessarily reflect the overall
temperature of the environment been monitored.

EICCORSERRCION
e e a—

MUMINTT & TOMANEA TUR RO ORONR
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Prolonging battery life

If your BioLog is not going to be used for extended periods of time, it may be worthwhile to set the
BioLog into "Hibernation" mode. In "Hibernation" mode the BioL og will consume minimal power,
which will extend the battery life when compared with leaving an idle BioL og in operating mode.

WhileaBioLog isin "Hibernation" modeit will:

1 Not be ableto record and store any new readings.
2 Not activate the Alert and OK lights.
3 Not respond to the START MARK button being pressed.

To return aBioL og from "Hibernation" mode to normal operating mode so that it can record and
store new readings, go through the usual process of preparing it for next use.

To set aBioLog to "Hibernation" mode, select the “Hibernate...” menu item in the “BiolL og...”
menul.

[ BioLog Analyser

Eile Edit |BioLog| Help

D = Configure.,. F3 »r-é = ap k?
Daownload.., F4

Hibernate... F5

B wizard.. Fz
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The following example illustrates using the "Hibernation" feature.

& Biolog Hibernate

Action List The software will locake the BioLog products For vou and set them to Hibernate
mode.

= 1. Locate Biologis) and set
them to Hibernate mode

The BioLog(s) with a tick hasthave) been hibernated,

Location | Inkerface Model | BioLog ID
¥ ;;iCOMl BLIjRS5232 6000034252

| | Close | Help |

In this screen you will see one of the following pictures next to each of theitemsin the list:

= (no picture) indicates the BioLog is still in the process of being set to "Hibernation™ mode.
= ¥ TheBiolog was successfully set to hibernation mode.

= X The software was unable to set the BioL og to hibernation mode.

Once a BioL og has been successfully set to "Hibernation™ mode it should be removed from the
Interface Cradle before pressing any other button. As soon as the software communicates with a
BioLog in "Hibernation" mode, for example through automatic download, Hibernation, etc, it will
be returned to normal operating mode.

The extent to which the Hibernation mode will prolong the battery life of a BioLog may vary
between different models and versions of BioL og products. Some BioL og models may not support
Hibernation.
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Results from BiolL og

The BioL og stores the recorded readings in its internal memory. Since the BiolL og contains the

recorded readings in its internal memory, you must use the BioLog Analyser software to extract the

information from the BioL og through the Interface Cradle and into a format that can be displayed
to you in ameaningful way. It is usually very important that the information retrieved from a

BioL og is retained. The software will automatically save the information retrieved from a BioL og

to your disk drive so that you can view the information at a later date, a useful featureif you
require traceability. This chapter explains how you can retrieve the recorded information stored
within a BioLog and have the software display it to you on the screen in a meaningful way.

In This Chapter

Getting results from BioLOg ......cceevvevieivieie e
Understanding the reSUlLS..........coviereeieeee e
Inspecting the information at close range........ccooovveevereieese e
Manual scaling of the chart..........cccce e
Chart @anNNOALTIONS .........eeeeriieierese e
Chart SUDEII .....eeeeee e
Combining chartsonto asingle chart.........cccecveviveveevceevcee e,
Automatically calculated StatistiCS......ccovevvveeceeriieerecece e
Displaying StaliStiCS .....ccvevveeeerierierieriesie e
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Getting results from BiolL og

Y ou can retrieve the recordings from BioL og(s) as many times as you require. The process of
retrieving data stored within a BioL og does not erase it from the BioL og's memory. If the BioLog
is currently recording while you retrieve the information, it will continue to record without
interruption.

There are three ways to retrieve the recorded results from a BioLog.

1 Whilethe BioLog Analyser software is open (does not need to be the currently active
software), simply slot the BioL og into the Interface Cradle. If the automatic download feature
is enabled, the software will automatically retrieve the recorded readings, save the information
to your disk drive and display the information to you. While the software is automatically
retrieving the readings you will see an animated picture appear, similar to the following picture.

& new BioLog has been detected in the inkerface,
Please wait while its readings are downloaded,

There are 1 remaining BioLogls) to dovnload.

Cancel

2 Click the"Download..." menu item located in the BioL.og menu.

[ BioLog Analyser

Eile Edit |BioLog| Help

D = Configure.,. F3 »r-é = ap k?
Daownload.., F4

Hibernate... F5

B wizard.. Fz

Thisisthe second quickest option, asit does not include the steps involved in preparing the
BioLog(s) for their next use.

3 Click theBioLogicon (@) or the"Wizard..." menu item located in the BioL.og menu.

This option will allow you to prepare the BioLog for its next use after retrieving the readings
stored within the BioL og. If you do not need to configure the BioL og for its next use now, the
previous option described may be preferred asit will not involve the configuration steps and
therefore be a quicker and simpler method.

The wizard will appear once you have selected the appropriate option of your choice to guide you
through the necessary stepsto retrieve the recorded readings. While the wizard is visible the
"Automatic download" feature will be temporarily disabled. Y ou will not be able to access any of
the Wizards while an "Automatic download" isin progress.
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Understanding theresults

The Data Screen is an al purpose data display. The window appears inside the main BioLog
Analyser window, and has a series of tabs along the bottom. Each of these tabs changes the Data
Screen display.

I| 5'-5 Chart A Data }, Surmmary ), Pre-Start Chart ), Pre-Start Data || I
The different display types are:
Chart A display of the datain atime versus humidity and/or temperature chart.
Data A listing (spreadsheet style) of the time versus humidity and/or temperature
data.
Summary A summary of the data, including averages, ranges, aert results, BioLog
identification data, and other information.
Pre-Start Chart A chart of data stored by the BioLog prior to it being started.
Pre-Start Data A listing of the data stored by the BioL og prior it being started.
Pre-Start Summary A summary of the data stored by the BioL og prior to it being started.
All Chart A chart of the all of the data stored in the BioL og including the data prior to it

being started and after being started.

All Data A listing of the all of the data stored in the BioL og including the data prior to
it being started and after being started.

All Summary A summary of the al of the data stored in the BioL og including the data prior
to it being started and after being started.

The screens that are typically used are the first three (Chart, Data and Summary), since they
represent the normal usage of the BioL og. The other Data Screens are included to deal with
situations where the BioL. og may have not been activated due to user error; the datais till
collected and available. BioL ogs may be handled by those who are unfamiliar with the start feature.
The“pre-start logging” feature protects against accidental “no starts’ to preserve data that may be
valuable.

In some cases, not al the "tabs" previoudly described will be displayed, for example you may only
see Chart, Data and Summary. If the BioL og has been configured to not record any pre-start data,
the downloaded datawill not display any; you will only see the data that has been set up in the
“configured mode” and recorded after starting the BioLog. Pre-start recording is an option, not a
default. Also if the BioLog was configured to record continuously and the data has wrapped in
memory all the pre-start data would have been replaced with more recent data and as such there
will be no pre-start data left to display.
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| nspecting the infor mation at
closerange

When afileis displayed either from downloading or from calling up a stored datafile, thefile
typically appears as a chart. It might look something like this:

B 0008110337 Started 1-10-2003, Finished 1-10-2003 =3
0008110337 - Warming draw - Oven #5 ~
460 460

4.0

n.0 R .

36.0 r 360
31.0 l 1.0
26.0 / R [ 26.0

21.0 21.0

16.0 ( 16.0

1.0 { 1.0

E.0 A

1.0 1.0
[}

24342 pom. 33212 pom. 41442 p.m. 45712 pom. B:39:42 p.m. E:2212 pom. 70442 pom. TAE42 pom,
141042002 141042002 14052002 14042003 141042002 1A10/2003 14042003 1A0/2003

|+ Readings ['C] —@— Inspection Marks —@— Download Marks | UTC +01:00. daylight time .,
\Chﬂn & Data ) Sumrmary [ ||< *
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The display does not show all of the available data points. For more detail, you can zoom in and
display just one small section of the charted data. Using the mouse, find the upper left corner of a
window of interest, hold down the left mouse button, and move the mouse to the bottom right
corner. The zone of interest will be highlighted.

B 0008110337 Started 1-10-2003, Finished 1-10-2003 =3

0008110337 - Warming draw - Oven #5 s
46.0 46.0
$1.0 = 4.0
36.0 f 360
31.0 / 31.0
26.0 f 2E.0
21.0 ( 21.0
16.0 { 1E.0
11.0 11.0
B.0 .0
1.0 1.0

- T T T T T T

24342 pom. 33212 pom. 41442 p.m. 45712 pom. B:39:42 p.m. E:2212 pom. 70442 pom. TAE42 pom,
11042003 110/2003 14042003 1/10/2003 110/2003 1/10/2003 1/10/2003 1/10/2003

|+ Readings ['C] —@— Inspection Marks —@— Download Marks | UTC +01:00. daylight time .,
\Chﬂnﬁ, Data }, Summary [ ||< *

The highlighted zone isimmediately displayed after the left mouse button is released on the
maximum displayable resolution:

B 0008110337 Started 1-10-2003, Finished 1-10-2003 =3
0008110337 - Warming draw - Oven #5 s
403 40.3
35.3 35.3
30.3 30.3
253 25.3
20.3 20.3
B:0B12 pomn, B1212 pom. 51812 pom. B2412 pom. 3012 pom. B:3E12 pom, RdRdaZ pom.
11042003 1/10/2003 110/2003 11042003 14042003 1/10/2003 1/10/2003
|+ Readings ['C] —@— Inspection Marks —@— Download Marks | UTC +01:00. daylight time .,
\Chﬂnﬁ, Data }, Summary [ ||< *
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This display now shows the maximum detail from the highlighted area.

When this mouse operation has been completed, for example, a picture of the highlighted area can
be placed on the clipboard. This picture can be then be pasted into any Microsoft Windows®
application. For example, if you are writing aletter and want to illustrate a point based on chart
datafrom a BioLog, you can paste the picture of the chart directly into the letter.

When the mouse pointer is moved over the chart, a small window (tooltip) is displayed near the
mouse pointer. It displays the reading closest to the mouse pointer position. If the readings are very
close together, it isagood ideato zoom in to an area of interest to inspect individual readings with
the help of tooltips.

Whenever the data displayed on the chart has been zoomed in to show more detail and is showing
only aportion of the charted data, if you click on the corresponding Data tab you will see that only
the readings shown on the chart are currently displayed. If you also click on the corresponding
Summary tab you will see an additional section of statistics that have been cal culated based on only
the portion of readings currently being shown on the Chart screen. Following is an example of the
additional section of statistics that will appear within the Summary Screen when a section of the
readings within the Chart screen have been zoomed in.

Statigtics of zoomed range of readingz

First reading 1/0/2003 4:23:42 pom.

Last reading 10/2003 6:47:12 pom.

Elapzed Time 2 Hours, 17 Minutes, 30 Seconds
Reading range 2320 45E6°C

Ayerage reading I6.2°C

Standard Deviation 4.36°C

Degree Minutes below lawer alert | 10,65 °C

Degree Minutes above upper alert | 32,35 °C

Mean Kinetic Temperature I3r04°C
Tirne below lower alert 2 Minutes
Time above upper alert A7 Minutes, 30 Seconds

Time not in alert 1 Haowr, 32 Minutes, 30 Seconds
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If there are readings beyond the limits of the sensor within the time interval that is being displayed,
the statistics for thisinterva will be displayed as"**".

The Zoom Out (@\) command in the Edit menu or on the toolbar can be used to revert the display
back to showing the range of data points that were showing prior to the new zoom section being
selected.

Inspection marks are recorded each time the START MARK button is pressed on the BioLog. Each
inspection mark is numbered and can be identified by counting the number of marks on the Chart
display. If you click on the corresponding Summary tab and scroll down in the data record you will
see asummary of all the points that were recorded between each subsequent inspection mark.
Following is a picture of aportion of a Summary Screen showing the relevant information for the
sequence of data points between the inspection mark #2 and inspection mark #3.

Statiztics for bebween inspeq‘{g:un mark #2 and inspection mark #3:

Firzt reading * 1/10/2003 52612 pom,

Last reading 1042003 6:34:42 p.m.
Elapzed Time 1 Hour, 3 Minutes, 30 Seconds
Reading range 235457 °C

Average reading 428°C

Standard Deviation 3E4°C

Degres Minutes below lower alert | 1.20 "C-Minutes

Degree Minutes above upper alert | 332,60 "C-Minutes

kean Kinetic Temperature 43.29°C
Time below lower alert 1 Minute
Time above upper alert 1 Haour, 4 Minutes

Time mat in alert 4 Minutes
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Manual scaling of the chart

To change the temperature and humidity scale, or select arange of readings by time and date, select
“Manual Scaling” from the chart popup context menu.

The following dialog will be displayed:

Manual Scaling Ty (%)

() Range of sensor

() Range of readings

Dake Time: Temperature Hurnidiky
*iZ “=RH
F F
Fram 4/04/2006 | (111325 — 45 7 15 =
e F
To 71042006 w 22125:25 : 32 7 805 |

Range of sensor The chart is zoomed to the minimum and maximum values for each
Sensor.

Range of readings  The chart is zoomed to the minimum and maximum reading values.

Manual Scaling This option lets you specify the date/time range, temperature and
humidity ranges (if applicable) for the chart display. The dialog shows the
current zoom settings.

Click to apply your selected settings.

To return to the previous zoom level, use the Zoom Out (@\) command in the Edit menu or on the
toolbar.

By default, each chart isinitially displayed zoomed to the range of readings. This default setting
can be changed in the Options dialog (see chapter “Charts”).
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Chart annotations

To include more information in your chart you can add chart annotations. These will be displayed

and printed with your chart.

Click the right mouse button at the location where you want to add the annotation. Select "Add"

from the Annotations popup context menu. Enter the annotation text and click . The
annotation will be displayed in the chart. When you zoom the chart display, the annotation will be

zoomed with the chart readings.

B2 0008110337 Started 1-10-2003, Finished 1-10-2003

000B110337 -Warming draw - Oven #5

4E.0 46.0

1.0 1 4.0
v |nspection harks

360+ v Temperature Markers 360
v Download bMarks

1.0 Wetois Giridls A1.0
v r-dxis Grids

26.0 / 260

1.0 v Ahove Alert Shade 1.0

} v Within Alert Shade
16.0 v Below Alert Shade 160
11.0 11.0
banual Scaling
5.0 Annotations Add 5.0
1.0 Edit 1.0
' Delete '
" ' ; ' Delete Al
34542 pm. 44312 pm, 5.48:42 pm. G4gizp oo 5:46:42 pm.
1/10/2003 1/10/2003 1/10/2003 1410420 v Show 1/10/2003
|+Headings ['C] —4— Inspection Marks —er—rTrowmrmoEerarrs
HH,[:h;:ut A Data A Summary / ||
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To edit an annotation, move the mouse pointer into the area of an existing annotation. Click the
right mouse button and select "Edit" from the Annotations popup context menu. Edit the text and

click to display the edited annotation.

To delete an annotation, move the mouse pointer into the area of an existing annotation. Click the
right mouse button and select "Delete”" from the Annotations popup context menu. The annotation
will be deleted.

To delete all annotations, select "Delete All" from the Annotations popup context menul.

B2 5010003046 Started 4-04-2006. Finished 7-04-2006
5010003046 - Colin Fridge

ans 320
7.5 | |

5 I tation text & ﬂ
705 by 2 ample annotation tes o
ER.5 Sample annatation t

et W
-
B0 F;%‘;E
F22.0
AR5
-
h05
h F17.0
455 t
405 m
355 " :
I

. . Sample annotation ket ™[ 120
25_5—-; MM ‘ Ll al 11 A‘W

3051
70

&

205 LLLL ] Vﬂ' i

111325 am. 33820 pm. 20325 am B:23:20 p.m. 408320 am  F1E25pm T43Z5am 120825 pm 102325 pom.
4,/04,/2008 4,/04,/2006 5/04/2006 54042006 6/04 /2006 B/04/2006 FA04,/ 2006 7404/ 2006 FA04/ 2006

|+ Readings (%RH] —=— Readings ['C] —@— Inspection Marks|
E]E]\ Chart 4 Data } Summary }, Pre-Start Chat }, Pre-Start Data ) Pre-Start Summary b All Chart A AIID“

Selecting the " Show" command from the Annotations popup context menu will show or hide all of
the annotations on the chart.

To save the annotations, click the [E toolbar button or select the "Save" command from the "File"
menu. The annotations will be saved in afile with the same name as the data file and the file
extension ".anno".

When saving annotations in Multi Chart mode, the software will ask you to specify afile name for
the Multi Chart configuration, if you are saving this configuration for the first time.
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Chart subtitle

The chart subtitle is displayed and printed underneath the chart title.

To edit the subtitle, right-click on the area above the chart and select "Edit Chart Subtitle" from the
popup context menu.

B2 000B110337 Started 1-10-2003, Finished 1-10-2003
NNNR11N337 - Warming draw - Oven #5

460 ¥ Inspection Marks 46.0

v Temperature Markers
1.0 v Download Marks 1.0
r' Hehois Grids /
£ ,( v Y-duds Grids % 360
o 3.0
/ v Above Alert Shade [
260 v Within Alert Shade 26.0
l v Below Alert Shade
210 21.0
16.0 / tanual Scaling 160
/ Edit Chart Subtitle
11.0 1.0
B0 E.0
1.0 1.0
[ ]

34942 pom. 42712 pom, 5:04:42 pomn. B d212 pom E:13:42 b, E:B712 pom, F3442 o, 81212 pm. 84642 pm.
1/410/2003 1410/2003 1410/2003 1410/2003 1410/2003 1410/2003 1410/2003 1A0/2003  1M0/2003

|—I— Readings ['C) —@— Inspection Marks —@— Download Marks
\[Zhall A Data ;\ Surnmary / ||

Edit Chart Subtitle

Sample Subtitle Text| |
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Enter or modify the text, then click to display the edited subtitle. To remove the
subtitle, delete the text in the Edit Chart Subtitle dialog and click .

B D000B110337 Started| 1-10-2003, Finished|1-10-2003
0008110337 - Warming draw - Oven #5

Sample Subtitle Text

450 4E.0
41.0 41.0
61 J.m.‘.\v.__.w / 60
3.0 J * N0
26.0 / [ 26.0
21.0 l 21.0
16.0 / 16.0
11.0 ( 11.0
ED ED
1.0 1.0
[ |

34342 pom. 42712 pom, E04AZ2pm. BAZ1Z2pm. £:19:42 p.m. E:BV12 pom. T 3442 pm. 1212 pm. BAEAZ pm.
1052003 1042003 1052003 1A10/2003 1410/2003 1A0/2003 14042003 1A0/2003  1110/2003

|+ Readings ['C] —4@— Inspection Marks —@— Download Marks |
\Chalt;{' Data & Summary / ||

To save the chart subtitle click on the I toolbar icon or select the Save command from the File
menu.

If the BioLog Analyser application isin Single Chart mode, the subtitle (and annotations) for the
currently active chart will be saved in afile with the chart file name and the file extension .anno.

In Multi Chart mode, the subtitle is saved in the Multi Chart configuration file (file extension
.multi). If you are saving the configuration for the first time, you will be asked to specify afile
name for the Multi Chart configuration.
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Combining chartsonto a single
chart

To overlay multiple chartsin one view, select the Multi Chart (@) command. All charts that are
currently open will be displayed together. Additional files opened while in Multi Chart mode
(including data downloaded from BioL ogs) will be added to the display.

B Multi Chart

Multi Chart

a1.0

FE.0

51.0

-11.5

11:15:19 am. 5:5519 pom, 12:35:19 am. 1519 am. 1:55:19 p.m. 23319 pm.
18/05,/2006 18/05,/2006 19/05/2006 19/05,/2006 19/05,/2006 19/05/2006

| 5010003046 - Colin Fridge 8- 2RH 13- °C |
| 5010003045 - Colin Fridge - RH - °C |
|—.— Inzpection Marks |
% Chart 4 FreStat Chat A Al Chart / |
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Each of theindividual chartswill be displayed with aletter symbol to alow you to tell them apart.
The legend contains an entry for each chart showing the chart name and the corresponding |etter.

Y ou can change the background color for the Multi Chart display through the Charts section in the
Options Window.

To remove charts from the Multi Chart display, use the Single Chart (&) command to switch to

Single Chart mode, then close the files you don't want to display. Select the Multi Chart (@)
command to switch back to Multi Chart mode.

Y ou will notice that the Data and Summary tabs are not available in the Multi Chart display. If you
require additional information about the chart data, activate the display of the desired statistics on
in the Chart Statistics section in the Options Window. The chosen values will be displayed
separately for each chart.

Y ou can also view Min, Max and Average Charts (see "Specia Chart Tabs" on page 55), and
select other options.

Changing Chart Colours

By default, all chartsin the Multi Chart display are displayed in the colors specified in the Charts
section within the Options Window.

To change the display color of individual charts/sensors, move the mouse pointer over a chart until
the tooltip is displayed. Right-click, then select "Change Chart Color” from the popup context
menul.

Multi Chart Color

Please select the display color For S010003049 - keskl, Humidity sensor

Readings E Markers ’_ '] ’Resture Defaults]

Select the desired colors for the chart readings and markers in the color selector boxes. To restore
the default color (as specified in the Charts section within the Options Window), select the
"Restore Defaults" command.
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Shifting chart start times

For easier data comparison, chart start times can be shifted in Multi Chart display. There are two
ways to shift a chart along the time axis:

1. Move the mouse pointer over the chart until the appropriate tooltip is displayed. Right-click, then
select the "Shift Chart" command from the popup context menu. Thiswill cause the following
dialog to be displayed, where the new start time and date can be entered, or the chart can be revert
toitsorigina date/time by selecting the "Origina start time" button. Click the OK button to display

the change.

Shift Chart X

Select new stark date and time For 5010003049 -
testl

| SMEfZ005 v| |12:Zi3:39 ¥ |

[ Criginal skark kime ]

[ (4 l [ Cancel ] [ Help ]
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2. Press and hold the CTRL key, left-click on the chart you would like to move, and drag the chart

to new the position.

An additional time axisis displayed for each shifted chart indicating the corresponding timein

relation to the original start time.

Note: Shifting a chart will not change any of the original recorded data, only the location the datais
displayed in relation to other charts within the Multi Chart display will change.

B Multi Chart, multi

Multi Chart

0.0

165
T T T T T T T
E:50:59 p.m. 8:0359 pom, 1659 pm 102959 pm. 114259 pm. 125553 am. 20853 am. 31906 am.
941272006 9M12/20068 911 2/2006 9M12/2006 9412/2006 10A2/2006 1011272008 10M2/2008
BN T T T T T | ]
B:22:03 p.m. F:3%03 pom, Gdd03pm 1000023 pm. 111403 pom. 122703 am.  1:40:03am. 25010 am.
22/09/2006 22/09/2006  22/09/2008 2270942006 22/09/2008 Z3/09/2006 2370972008 2340972006

5010003045 - Test! - %RH B-°C |

| 5010003043 - UTE +12. std, started 1922 3 zRH E-°C

|—.— Inzpection Marks —@— Download Marks |

" Chart [/
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Aligning Charts

Select "Align Charts' from the popup context menu to automatically aign all chartsin the current
Multi Chart window.

The charts are aligned to the earliest start time:
- "Chart" tab: All start times are aligned.
- "Pre-start Chart" tab: All charts with Pre-start readings are aligned to the earliest Pre-start reading.

- "All Chart" tab: Charts are aligned to the earliest reading (Pre-start reading if any Pre-start
readings have been recorded for the chart).

Every chart is assigned a different colour and atime axisis displayed to illustrate the original start
time. Y ou can display the elapsed time instead of the date/time by selecting the "Elapsed Time"
option in the Chart Options dialog (Charts).

Aligning chartsin one tab will aso influence how these charts are represented in the other tabs. If
for example you select "Align Charts" in the "Chart" tab, and switch to the "All Chart" tab, you will
notice that the charts are now aligned at a new origin, with all pre-start readings to the left and all
readings to the right of this origin. The chartsin the "Pre-start” tab are aligned with the last pre-start
reading to the right.

To revert to the origina start times for all charts, select & in the toolbar to switch to Single
Chart mode, then switch back to Multi Chart mode with @
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Special Chart Tabs

When you select the average tab @ command in the toolbar, up to three additional chart tabs will
be shown, with the Chart Average tab highlighted:

|
‘| | 4] r] ¥\ Chart f, Pre-StartChart A AllChart ), Chart Average /i, Pre-StartAverage j All Average /[

These chart tabs display graphs calculated from the "Chart", "Pre-Start Chart", and "All chart" tabs
and show minimum, maximum and average value graphs. Changes in either of the three original
data displays, such as adding a new file and aligning or shifting charts, result in are-display of the
corresponding "Min/Max/Average" tab, e.g. if one of the chartsin the "Pre-Start Chart" is shifted,
the "Pre-Start Min/Max/Average" chart would redraw showing graphs based on the updated values.

Y ou can annotate these special chart tabs in the same way as other chart tabs; such annotations will
be visible in the other chart tabs and are stored with the multi chart when saved.

Please note that following behaviour applies to these special chart tabs:

= Zoom settings will not be transferred to the " Average” tabs.
= Download marks and inspection marks will not be displayed in the "Average" tabs.

= Non-validated readings and re-calibrated readings will not be displayed with the special
attributes, even if set in the options. If you have chosen to "show non-validated readings’, they
are included in the minimum/maximum/average cal culations, otherwise not.

= To avoid memory overflows there are some restrictions regarding the maximum allowed time
span of the chartsin a multi-chart. These restrictions vary with logging interval, should you try
to add a chart outside the allowed range following dial ogue box will appear:

[E5cS)

. | The average chart for the period selected cannot be displayed.
‘S Please change the open charts to span a shorter peried.

.

In this case the multi chart will disassemble, so you can close the window whose chart you no
=
longer want to display, and re-assemble the multi-chart by clicking on |ﬁ
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= |f one or more of the charts have sections with readings outside the BioL og's sensor range,
BioLog Analyser is unable to calculate the minimum, maximum and average values, and those
sections of the graph will not be displayed. Thiswill likely result in a"broken" graph line,
regardless of whether "show readings beyond specifications’ in the Charts section in the
Options Window is enabled or not.

= Dueto the large number of calculations performed in this feature, specifically when opening
large numbers of charts spanning long periods, having the average tabs displayed can occupy
large amounts of memory and run slow. Therefore we recommend only turning the feature on
when required.

Clicking on the highlighted average tab @ command will turn the average tabs off. Selecting the

single charts & command in the toolbar while the average charts are active will disassemble the
multi chart, and when switching back to multi chart the average tabs will be displayed again until
turned off.

Behind The Scenes

To create some meaningful results, BioLog Analyser uses a special trend line process to calculate
the minimum, maximum and average val ues across multiple charts, rather than a histogram. It is
important you understand this mechanism, so you can interpret the displayed readings correctly.

Thisisan example of two BioLogs, one with a5 minute log interval (A) and the other (B) logging
every 2 minutes.

A
21° |
o 1
20 A
19° |
18° 1 =g
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Before the data are displayed in an average tab, BioLog Analyser normalizes every chart's readings
so they fall in line with the logging interval of the BioL og with the shortest log interval, in this case
unit (B). It does not shift any charts, but rather calculates a theoretical value for those reading times
by linear interpolation. Interpolation determines probable environmental conditions, i.e. what the
BioL og would have recorded if taking areading at that time.

. Normalised values

21° |
20° |
19° |
18° |

5> o g 5§
QO QR NN
Without this method, it would not be possible to compare BioLogs with different log intervals, or
units that have the same log interval, but were started at different times.
Starting with the earliest time present in the chart, avalueis created for each BioL og asif it had

recorded alog at that time. It is those values that are used to calculate and display the minimum,
maximum and average charts.

|

21: T e x o x

20° ¢ e Y b

19° | = x S

18° + =x x x
S & ¥ S 5 9
N N QLR
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Asaresult of this process, absolute values for minimum and maximum may not always be shown if
they do not fall on normalized times, as seen in the example at 10:35 - despite 21°C being the
maximum it will not be displayed asit is not anormalized value.

Note: The charts in above example are based on BioL ogs started at the same time. If unit (A) had
been started earlier, depending on the start time unit (B) may also have its readings interpol ated.

To ensure the chart with the shortest log interval always hasitsreal values shown, please use the
Aligning Charts (on page 54) function from the context menu.

Saving a M ulti Chart file

Click on the [ toolbar icon or sdlect the "Save" command from the File menu to save the current
Multi Chart configuration. Select afile name and location for your Multi Chart file. Thefile
extension for Multi Chart filesis".multi".

Note: The Multi Chart file should be saved in the same folder as the individual datafiles. If any of
the datafiles referenced in a Multi Chart file are renamed, deleted, or moved to a different folder,
the Multi Chart configuration cannot be displayed.

The configuration file contains information about the data filesincluded in the Multi Chart display,
the subtitle, chart colors, and time offset (see Shifting chart start times).

Any annotations added to the Multi chart display are saved in a separate annotation file with the
file extension ".anno". Thisfile must be located in the same folder as the Multi Chart file to be
included in the Multi Chart display.

To open apreviously saved Multi Chart configuration file, click on the & toolbar icon or select
the "Open..." command from the File menu, then select the ".multi" file to be opened.

To save aMulti Chart file under adifferent name, select the Save As... command from the File
menu and enter a new file name.
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Automatically calculated
statistics

When afileis displayed either from downloading or from calling up a stored datafile, the software

will automatically calculate and display some statistics of the recorded data. These statistics are

shown on the corresponding Summary tab and are also calculated for each sequence of data points

between the inspection marks.

If any readings within the time interval are beyond the limits of the sensor, the values for Average

Reading, Standard Deviation, and Mean Kinetic Temperature will not displayed for the relevant
timeinterval.

In This Section

AVErage REAAING......ceiiiiiriiriiieieee e 59
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Average Reading

The Average Reading is the arithmetic mean of the sequence of data points. It is calculated by

adding al the data point values together and then dividing the total by the number of data points.

Mathematically this formula can expressed asillustrated in the following picture:

n
2.0

av=-1—
1
Where:
av the calculated arithmetic mean
n the number of data points to include in the calculation
t adata point to include in the calculation

For example, if there were 5 data points to calcul ate the arithmetic mean of and they were, 12.3,
15.9, 16.2, 14.7, 14.9, then the arithmetic mean would be 14.8.
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Sandard Deviation

The standard deviation is auseful for determining how spread out the readings are from the
arithmetic mean (Average Reading). Most controlled environments typicaly try to keep the
environmental conditions at a stable and consistent humidity and/or temperature. The standard
deviation can be used to help indicate how stable the environmental conditions were maintained.
One standard deviation (sometimes expressed as "one sigma') away from the mean, positive or
negative represents approximately 68 percent of all the readings. Two standard deviations, or two
sigmas, away from the mean represents approximately 95 percent of the readings. Three standard
deviations represent about 99 percent of the readings.

For example, if the arithmetic mean of the readings was 50.6°C and the standard deviation was
2.3°C, then approximately 68% of the readings were between 48.3°C and 52.9°C, 95% of all the
readings were between 46.0°C and 55.2°C and 99% of the readings were between 43.7°C and
57.5°C. Further more, if al the readings were recorded over a span of 1 day (24 hours) then the
temperature was between 48.3°C and 52.9°C for approximately 16 hours and 19 minutes during the
recorded period of time.

Mathematically the formulafor calculating the standard deviation can expressed asillustrated in
the following picture:

IZ: (rz. — av )2

g =
n—1
Where
S the calculated standard deviation
n the number of readingsto include in the calculation
av the calculated arithmetic mean
t, areading to include in the calculation

For example, if there were 5 readings to calculate the standard deviation of and they were, 12.3,
15.9, 16.2, 14.7, 14.9, then the standard deviation would be 1.54
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Mean Kinetic Temperature

There are some products and material s that exist which have accelerated rates of degradation at
higher temperatures. For example, perishable food items, pharmaceutical products and many forms
of bacteria can grow/degrade exponentialy as the environmental temperature increases. Mean
kinetic temperature is a cal culation that accommodates the non-linear thermal effect temperature
can have on products. Mean kinetic temperature is represented as the equivalent temperature the
product was thermally subjected to during the period of time the various temperature reading were
recorded.

Mathematically the formulafor calculating the mean kinetic temperature can expressed as
illustrated in the following picture:

_ AH

et = n R —273.15
E{exp(m)

In -
Where:
mkt Mean kinetic temperature, in degrees Celsius
AH the activation energy. BioLog Analyser uses an activation
energy value of 83.144 KJmol for the calculation.

R the universal gas constant, which is 0.0083144 KJmol K

n the number of data points to include in the calculation

t adata point to include in the calculation, in degrees Celsius

For example, if there were 5 data points to cal cul ate the mean kinetic temperature of and they were,
12.3, 15.9, 16.2, 14.7 and 14.9 degrees Celsius, then the mean kinetic temperature would be 14.9
degrees Celsius.



62

BioL og Analyser

Degree Minutes

There are some products and materials that exist which can change their characteristics and/or
degrade if they experience temperatures which are not within ideal conditions for long enough. For
example, some products may experience freezer burn if they experience an extremely cold
condition or experience a colder than ideal temperature for long enough period of time. Other
products for example, ice cream, change their characteristics if they experience temperatures which
alow it to melt. The BioLog Analyser will automatically display the results of two separate Degree
Minutes calculations. The result of the first Degree Minutes calculation displayed will be based on
the readings that were recorded below the ideal conditions and the result of the second Degree
Minutes calculation displayed will be based on the readings that were recorded above the ideal
conditions. The ideal conditions used in the calculation of the Degree Minutes formula are based on
the upper and lower alert values that where configured when the BioL og was originally prepared
for use.

Mathematically the formulafor calculating the degree minutes above aert can be expressed as
illustrated in the following picture:

deg min = i abs(t, —a)x s

i=1

Where;

degmin Total Degree Minutes spent above/below the aert threshold.

t; The temperature that was above/below the alert threshold.
a The aert temperature threshold.
s The duration of time, in minutes, the temperature was sustained.

For example, if there were 5 data points to cal cul ate the degree minutes of and they were, 12.3,
15.9, 16.2, 14.7 and 14.9 degrees, each of these temperatures were recorded at 2 minute intervals
and the high alert temperature threshold was 12.6 degrees, then the degree minutes temperature
above the upper aert threshold would be 22.6 degree-minutes.
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Displaying statistics
The statistics displayed on the Summary tab can be configured in the Options dialog. Refer to the

(see chapter "Summary Statistics'). By default, all statistics are displayed on the Summary tab.

Statistics can also be displayed on the chart, underneath the legend. See chapter "Chart Statistics'
for more information about configuring the chart statistics.

If there are readings beyond the limits of the sensor within the time interval being displayed, the
statistics for the relevant interval will be displayed as"**".

Printing the results

Printing from BioLog Analyser is slightly different to printing from other common Windows
software, as the printer functionsin terms of range of information to print rather than range of
pages. This technique allows you to focus on what you want printed rather than the pages showing
the information.

Y ou can choose to print all of the information, select arange of dates and times to print from or
select arange of "inspection” marks. This could be a very important for transit monitoring since
post trip and pre-event data are not significant to a discussion or dispute centering on a humidity
and/or temperature maintenance issue.

Prinker

Mame: HP Color LaserJet V| [ Properties. ., ]

Status;  Ready
Type: HP Color LaserJet

Where:  LPTI1;

Carmment:

Prink range Copies

OF:1] Murnber of copies: 1 |
() Selected dates

from: |10/ 1j2003 % | | nomsiem 4|

e |10/ 22003 v | | zamziem 4|

{)Range of inspection marks

From: |U | ko: |4 |

[ Ik l [ Cancel
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The print window can be brought up by simply clicking once on the "Print" icon (%) located on
the toolbar or by clicking the "Print..." menu item from within the File menu.

Sending a file by e-mail direct
from Analyser

Y ou can send files of interest to another person, by e-mail, directly from the software without the
need to exit to your e-mail software or to deal with file attachments.

While you have the file of interest open and being displayed on the screen, just click once on the
"Send Mail" icon (%) located on the toolbar and your e-mail software will pop up with the file
aready inserted as an attachment. Type the desired e-mail address to send the file of interest to, add
any message that you wish to include, and then click "Send". That is all.

Clicking the "Send..." menu item within the File menu will achieve the same results as clicking the
"Send Mail" icon as previously described.

Note, the recipient of the file will also need to have a copy of the BioLog Analyser software to
open and view the file that you sent. BioL og Analyser software is free and can be downloaded from
the BIOCONSERVACION SA Internet site, www.bioconservacion.com.

If you want to attach your datafilesin file formats other than the BioLog Analyser format, specify
the desired file formats in Exports and Reports section in the Options Window. The data files will
automatically be attached to your e-mail(s) in the desired formats.

To send a Multi Chart configuration, the configuration must first be saved to disk (see chapter
Saving a Multi Chart configuration). The "Send Mail" command will automatically attach the multi
chart configuration file, the annotation file (if annotations have been added) and the relevant
individual datafilesto your e-mail(s).
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Calling up previousresults

The files that have most recently opened and displayed are listed towards the bottom of the "File"
menu. To open other files, click the "Open" icon (&) located on the toolbar, which will display the
"Open" file dialog similar to the following picture and allows the user to locate and open one or
more files of interest.

Open @

Lok, jr: |l.ﬂ by BioLog Data j ¥ ER-

E

by Recent
Documents

_‘l'__'.'

Dezktop

=

\$

by Documents

by Computer

My Network File name: | j \ﬂl
Places
ﬂ Cancel

Filez of twpe: |E!in:|L|:|g Analpzer Files [7.BId;” rmulki]
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Clicking the "Open..." menu item within the File menu will achieve the same results as clicking the
"Open" icon as previously described.

After the software has been installed for the first time, there are two recently opened fileslisted in
the "File" menu, even though no files have been opened yet. These are sample files, which were
installed along with the software so that users can see an example of information that can be
retrieved from BioL ogs. These files are not required for the correct operation of the software and
therefore may be deleted at any time.

If the software is unable to open thefile, it will display an error similar to the following picture.

Clicking on
the software.

Biolog Analyser Error

The software has experienced an unexpected error ($2...c),

The information within the file wou have just atkempted to open (0437210327 Starked
1-10-2003 , Finished 2-10-2003.bld) contains information that the software is unable
ko support and the software is therefore unable ko display the contents aof the File,

Would wou like to check the Internet now For an updated wersion of the software that
may overcome this problem you have experienced?

Close
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Digital signatures

Support for digital signaturesis primarily provided for compliance with the US FDA 21 CFR Part
11 regulation - Electronic records and electronic signatures. Various industries however, may find
inclusion of digital signatures beneficial towards their quality control and assurance systems.

Digital signatures allow usersto include their digital signature within a BioLog Analyser file along
with a meaning/reason for the inclusion of the digital signature. To add digital signaturesto BioLog
Analyser files, the copy of the BioLog Analyser software being used must be connected to the
BioLog User Server software. For more information about how to get the software to connect to the
BioLog User Server software see the "User Server” set of options settings and/or contact your local
network administrator.

Whilethefile that the digital signature isto be added to is open and currently selected, add a digital

signature by clicking on the "Digital Signatures’ icon (&) located on the toolbar, which will
display the "File Properties" dialog with the "Digital Signatures' tab already activated, similar to
the following picture.

a File Properties [Z|
summary | Digital Signatures |

Timestamp Signature Username
o 14/02/2004 ., Bob Smith

Appro wed

| pint.. | | mew.. | | Detais.. |

o J[ o
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Then click to begin the process of adding adigital signature to thefile. If

MNews, .. Mew, ..

is disabled, moving the mouse pointer over
short time will revel the reason why the button is disabled.

and leaving it till for a

Oncethe "Add Digital Signature" dialog isvisible, enter your BioL.og Analyser user password and
the select the meaning for the digital signature that is being added.

Add Digital Signature E|

Username; Bob Smith

Full name:
Descripkion:

E-Mail;

Issued by:  ®YZ Company, Inc
Passwiord:

Signature; | Approved W

[ (04 ] [ Cancel ] [ Help ]

Click to permanently add the digital signatureto thefile or to not add

the digital signature. Multiple digital signatures from the same and/or different usersto BioLog
Analyser files may be added to asinglefile.

How secureis my data

All BioLog files are encrypted and contain checks to detect if the file has been tampered with since
it was originally created. If the software detects that a file has been tampered with, even by only
one character or has become corrupted and therefore the data within does not represent the data
originaly retrieved from the BioL og, the software will not open the file and display the information
within.

An additional validation and security feature of the BioLog isthat it will automatically insert error
detection codes periodically during recordings, which are used to detect corruption or manipulation
of data. Whenever these detection codes for a block of recordings fails its integrity validation test,
the relevant readings become marked as non vaidated readings. Non validated readings are
displayed differently to validated readings to indicate that they have failed their integrity test.

Non validated recordings typically occur in the scenarios following scenarios:

1 Oneor more readings within the non validated block of readingsis not the genuine recorded
value.
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2 TheBiolLog has been configured to perform continuous recordings and once the memory
within the BioL og has been fully used, will cause older recordings to be overwritten, which
will thereby invalidate the error detection code and integrity check for the block of readings the
older recordings been overwritten exist within. In this scenario, it is not a problem that these
recordings are non validated, rather it means that the particular block of recordings has only the
validation and integrity protection offered by the communications between the BioL og and the
computer system, which istypically the same, if not better than the level of protection offered
by every other brand of logger available in the global market, that BIOCONSERVACION SA
know of.

3 A communications or hardware failure has occurred during the transfer of the data from the
BioL og to the computer. In this scenario the problem is typically resolved by trying to retrieve
the recordings from the BioL og again, while ensuring the contacts on the back of the BioL og
are clean, that the contacts within the Interface Cradle are clean and that the contacts within the
Interface Cradle are returning evenly to their normal position when the BioLog is removed.

Since the software does not modify any of the recorded data within a BioLog file at any time, if the
software can open the file, regardless of how long ago it was created, the contents of the file will
still represent the original recorded information retrieved from the BioLog.

Therefore, the files created by the BioLog Analyser software meet all criteriafor dataintegrity and
data security as set forth in the US FDA 21 CFR Part 11 regulations. The firmware code that is
embedded in the processor chip of each BioLog cannot be extracted or reverse-assembled.
Accordingly, data sets that are recorded on the memory within the BioL og cannot be downloaded
or modified except by being transferred to a BioL og file. Thereis no way to interfere with the
process of the transfer of information between the BioL og and the software in such away that data
integrity would be compromised.
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Viewing file properties

Thefile properties, which is accessed through the File Menu and/or through the E&r'tool bar
command, provides users with a brief summary about the data included within the file, as indicated
in the following picture.

‘% File Properties

l Digital Signatures

BioLog ID: Q00B110337

‘ Maodel I0: BLi3-&

User ID: Warming draw - Oven #5

Mumber of Readings: 595

First Reading: 2/10/2003 1:49:42 a.m.
Lask Reading: 2/10/2003 6:46:42 a.m.
Alert Range: 25.5 ko 38,5 2C
Reading R.ange: -2.3 To 45,7 =C

Drata originally acguired 24/ 10/2003 3:46:46 a.m,

Ik | Cancel Help
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Thisfile propertiesinformation is also available for viewing directly through the Windows
Explorer software that was included with the Windows operating system, without the need to have
the BioLog Analyser software open. To view the information, smply locate the file of interest with
Windows Explorer and, using the mouse, click the right button over the file and select the
"Properties’ menu item, with the left mouse button, from the menu that will be displayed, similar to
the following picture.

O00B1 10337 Skar
imished 1-10-2

BioLog Analyser File

Open
Cpen With, ..

Send To b

Cuk
Copy

Create Sharkout
Delete
Rename

Properties

Select the " Summary" tab and you will see the summary of the data contained in the file. If the
contents of the file require a newer version of software to open and view, have become corrupted or
have been modified then the " Summary" tab will not be visible.

If the BioL og has a limited number of trips left, thisis also indicated here.
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CHAPTER 6

Customizing the software

In the "Edit" menu is acommand called "Options...".

[ BioLog Analyser

File |Edit| BioLog Help

O 5 Qptions, . E IE @ an, A?

This menu command opens a Window, which will allow the many of the features that the software
offers to be customized. The following sections will provide an explanation of each of these
options so that users will be able to make the best use of the software.

In This Chapter
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The options that are available for customization are grouped together into the following sections:

=  General Settings

= Summary Statistics

= Chart Statistics

= Charts

= Automation

» Fileand Folder Settings
= Exportsand Reports

= Dateand Time

= Communication Ports

= User Server

All of the options available will change the software in real time. For example, if the language

selection and/or the date format are changed, al windows that are open will be updated without the
need to restart the software.
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All these options, excluding the User Server settings, are stored on a per user basis. Therefore, if
more than one user operates on a single workstation the software will alow different customization
settings for each.

General Settings

The General Settings options alow you to change various preferences that will effect the overall
appearance of the information shown by the software.

a Options |z|
gg General Setkings Show temper atures in |Celsius *C) w |
I.&_l Suramaty Skakistics
&) Chart Statistcs UssFont | 9 pt. M5 Shell Dig Fort...
E Charts

& Automation

&% File and Folder Settings
47 Exports and Reports
# Date and Time

] Communication Ports
Iser Server

=+ lpdates

Language

I, { [ Cancel ] [ Help

Show temperaturesin

Thiswill determine what units of measurement temperatures will be displayed in. The options
include:

= Fahrenheit (°F)

=  Cedsius(°C)

=  Kaelvin (K)

Use Font

Determines what font to use to display and print information about BioL og recordings and is

changed through the button. A sample of the font selected will be shown to you on the
screen.
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L anguage

This instructs the software which language for the software to use for al the information it displays
and prints.

Summary Statistics

This option allows you to specify which statistics are displayed in the Summary tab. The statistics
can be enabled or disabled by clicking the tick box for the relevant item in the list.

<h Options X
gg General Settings Automatically calculate and display the Following statistics
I.&_l Surnmaty Skakistics Elapsed Time
(£ Chart Statistics Reading range
E Charts Average reading
@ Autarnation Standard Deviakion
2§ File and Folder Settings Cegres Minutes below lower alert
A7 Exports and Reports Degres Minutes above upper alert
@ Dake and Time Mean Kinekic Temperature
&) Communication Ports Time below lawer alert
Uset Server Time above upper alert
= Updates Time not in alert
K | [ Cancel ] [ Help
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Chart Statistics

This option alows you to specify which statistics are displayed on the charts. The statistics can be
enabled or disabled by clicking the tick box for the relevant item in the list.

a Options

£ 3 General Settings
I.&-l Sunimary Skatistics
(#4 Chark Statistics

E Charts

@ &utomation

&3 File and Folder Settings
A7 Exports and Reports
@ Date and Time

) Communication Ports
ser Server

=+ lpdates

Aukamatically calculate and display the Fallowing skatiskics

X

[] Elapsed Time

[ ] reading range

[] average reading

[] standard Deviation

[] Degree Minutes below lower alert
[] Degree Minutes above upper alert
|:| Mean Kinetic Temperature

[1 Time below lower alert

[] Time abowve upper alert

] Time not in alert

ok |

[ Cancel ] [ Help
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Charts

The Charts options allow the various aspects of the charts that display the readings recorded by
BioL ogs to be customized. At the base of the Window is a color selector and other relevant
controls, which apply to the highlighted item on the list in the window.

ions
Opt %
E2 General Setkin Headi | ol - SalISERID | 4 |
= gs eading
@1 Summary Statiskics
'él Chart Statistics Temperature Readings A
Temperakure Markers
& Automation Hurnidity Readings
Hurnidity Markers =
2% File and Folder Settings Du:uwnlu:u:d Marke
'ﬁ' =
nspection Mar
22| Exparts anu.:l Feports I Hiam Marks
ove Alert Region L
@ Date and Time Bhove Alert Pedi

&) Communication Ports

User Server E I:I

=+ Updates

Y¥-axis alert shade |Humi|:|it':.f bl |

Default Zoom; |Range aof readings V| [Resture Defaults]

[ O, ] [ Cancel ] [ Help ]




Chapter 6  Customizing the software 77

Some experimentation with these settings will show very quickly how they work. Select a color in
the color panel, click , and then go to the Data screen to see the results of the change.

Note that the three regions on the chart display can be controlled. BioL ogs can be configured to
detect over and under conditions based on a series of temperature and/or humidity measurements.
When the datais displayed graphically on the chart, these become color background regions. These
are different colors for "above high alert limit", "between high alert limit and low alert limit" and
"below low aert limit". This allows out-of-range and in-range data to be spotted easily on the listed
or charted data.

By selecting aline style for the "above high aert limit" and "below low aert limit" regions you can
improve the readability of the charts on black and white printouts.

Y ou can choose to include or exclude non-validated data from the chart display by checking or
un-checking the "Non-validated readings' check box in thelist. If non-validated dataisto be
displayed, it can either appear just like validated data, or you can define a different colour and
marker style to be used. Check the check box "Display non-validated readings differently:" to
display non-validated data in the selected colour/style.

Please refer to section How secureismy data (on page 68) for a detailed explanation of
non-validated data.

When readings beyond the specified measurement range of a BioL og have been recorded, the
display will indicate this using the following techniques:

= The Chart display will not plot the out of range values and the chart curve will appear with
broken lines.

= The Datadisplay will include"<" or ">" for each reading that is beyond the specification
range.

= The Statistics display will include "**" for each statistic that includes readings that are beyond
the specification range.

If the option " Show readings beyond specification” is enabled, all reading values will be displayed,
even if the recorded readings are beyond the operating range of the BioL og.

For example, the BLG-8 has a published minimum temperature of -40°C. Temperatures to -41.5°C
may be displayed if the “ Show readings beyond specification” is enabled, however the accuracy of
recordings between -40 and -41.5 is unknown. Temperatures between -40 and -41.5 will be
displayed even if the temperature falls to a much lower actual value.

BIOCONSERVACION SA provides no guarantee of temperature reading reliability or accuracy
beyond the published range for a given product and the " Show readings beyond specification”
option is not recommended to be enabled for general use.

The "Elapsed Time" option switches the x-Axis display between date/time and elapsed time since
the beginning of the display period.
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"Show Min/Max/Average Tab" shows up to three additional tabsin a multi chart with graphs
representing Minimum, Maximum and Average readings (See Combining Chartsinto a single
chart.)

Most of the Chart Options settings can be enabled or disabled by clicking the tick box for the
relevant item in the list.

Automation

The Automation options determine what the software does automatically when it detects a BioLog
in the Interface Cradle.

3 Options X|

©2 General Settings Enable automatic download of readings from KeyTags

@1 Surnmary Skatistics
(#5) Chart Statistics
E harks [l only show latest sek of readings after download
@ Automation

&% File and Folder Settings

A7 Exports and Reports

@ Date and Time

&) Communication Ports

User Server

=+ Updates

Display readings after successful download

[ ok { [ Cancel ] [ Help

Enable automatic download of readings from BioL ogs

I nstructs the software to automatically retrieve recordings from a BioLog when it is placed in an
Interface Cradle that is connected to the computer. While the software is automatically retrieving
recordings from a BioL og an animated picture will appear on the screen to let the user know this
action is being performed. With this function enabled, it is not necessary to go through the
download wizard procedure. This function is very useful when working with multiple BioL ogs.

This function can be temporarily disabled by holding down the "Ctrl" key on the keyboard while a
BioLog is placed in the Interface Cradle.
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Display readings after successful download

Instructs the software to display the recordings after downloading them from the BioLog. The
default display format is determined by the "Display"” setting in the "File Settings' option. This
option will affect readings downloaded through the automatic download feature and when
downloading through the Wizard approach.

Only show the latest set of readings after download

Instructs the software to only display the most recently retrieved set of readings on the screen. If
there are multiple windows of readings open and being displayed, all of these windows will
therefore be automatically closed and only the most recently retrieved set of readings will be

displayed.

File and Folder Settings

The File and Folder Settings options help you manage the BioL og data files.

a Options £|
gg General Setkings Displayw ikems in the most recently used lisk
I.&_l Surnamary Skakistics
Display |Chart w |

(#5 Chart Statistics

|l Charts File Mame | %ID Started S:START-DATE, Finished %:FINISH | 3 |
& Automation
S File and Folder Settings Falder | CH\Documents and Settingsiusernarnel My Docun |[:]

A7 Exports and Reports
# Date and Time

] Communication Ports
Iser Server

=+ lpdates

niqueness |.ﬁ.lways create a unique copy of files (recommende:; » |

[ ok | [ Cancel ] [ Help

Display X itemsin my most recently used list

This determines how many of the most recently accessed files are listed in the "Fil€" menu for
quick access to be opened and viewed again. Once this number of files has been reached, the
reference to the oldest file opened will be removed and the most recently opened file will be added
to position 1. Only the file reference is removed from thislist, the actual file is not deleted.
Changing this setting will take effect the next time BioLog Analyser is started.
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Display

This determines how the information retrieved from afile and/or BioLog will be first displayed. All
other ways of displaying information will till be available regardless of which is selected here. The
options include:

1 Chart, which will display the datain atime versus humidity and/or temperature chart.

2 Data, which will display alisting (spreadsheet style) of the time versus humidity and/or
temperature data.

3 Summary, which will display a summary of the data, including averages, ranges, alert results,
BioL og identification data, and other information.

File Name

Whenever information is retrieved from aBioL og it is always automatically saved to disk. This
entry determines the method to be used to create a meaningful name of the file that will contain the
data downloaded from the BioL og.

The button at the end of the edit control (III) can be used to assist you with defining how file
names are to be created by inserting the appropriate predefined element that matches the
information you want to use. Clicking on this button will display a popup list, similar to the
following picture to allow you select from the available elements.

nkly used lisk

3

BiaLog ID

I Date BioLog Finished

My Document J Date BioLog Started

Date File Created

Drate of first reading

Drate of last reading
Drate)Time BioLog Finished
Drate) Time BiolLog Starked
Drate| Time File Created
Drate/Time of Firsk reading
Drake/Time of last reading

; (recommende; «

Model ID
Murmber of Times Started
Hep Serial Murnber
—— Time BioLog Finished
Time BioLog Started

Tirme File Created
Tirne of first reading
Time of last reading
ser IO

Cancel
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To customize how the file name s created, you may use one or more of the available elementsin
any order. If you use spaces to separate the elements, these spaces will appear in the same location
in the name of the file created. The letters must be in uppercase or lowercase as shown in the
following table (for example, "%ID" not "%id") and al elements must be preceded by % if
specified. Other characters that are included will appear in the same location and unchanged in the
file name creation.

Element Meaning

%DATE The date when the BioL og information was originally retrieved.

%DATE-TIME The date and time when the BioL og information was originally retrieved.

%FINISH The date and time of the last reading recorded after being started. If the
BioL og was not started then this information will be blank.

%FINISH-DATE The date of the last reading recorded after being started. If the BioL og was not
started then this information will be blank.

%FINISH-TIME Thetime of the last reading recorded after being started. If the BioL og was not
started then this information will be blank.

%FIRST The date and time of when the BioL og began recording information, even if it
was under pre-start conditions.

%FIRST-DATE The date of when the BioL og began recording information, even if it was
under pre-start conditions.

%FIRST-TIME The time of when the BioL og began recording information, even if it was
under pre-start conditions.

%ID The unique BioL og identification value.

%LAST The date and time of the last reading recorded, even if there are only pre-start
recordings.

%LAST-DATE The date of the last reading recorded, even if there are only pre-start
recordings.

%LAST-TIME The time of the last reading recorded, even if there are only pre-start
recordings.

%PRODUCTID The product identifier (part number) for the BioL og used to record the data.

%SERIALNUM The unique serial number of the BioL og.

%START The date and time the BioL og was started to record information. If the BioLog

was not actually started and only pre-start information was recorded then this
information will be blank.

%START-COUNT The number of times the BioL og has been started since manufacture.

%START-DATE The date the BioL og was started to record information. If the BioLog was not
actually started and only pre-start information was recorded then this
information will be blank.

%START-TIME The time the BioL og was started to record information. If the BioL og was not
actually started and only pre-start information was recorded then this
information will be blank.

%TIME The time when the BioL og information was originally retrieved.
%USERID The user defined identifier for the set of information recorded by the BioL og.
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Y ou may use the\ character to specify that afile name definition includes a sub folder name as

well as the actua file name, which is useful if you want to group/sort files automatically together,

for example, by date or by User Id.

Each of the following elements within the quotes () are not permitted, as they are not supported
the operating system ": * ?<> |". If you do include one of these elementsin the definition of how
the file names are to be created they will be replaced with the _ character.

If you use a date and/or atime element, the format of that element will be determined by the
settings defined in the "Date and Time" set of options.

Folder

This determines the location where the files are automatically stored. The location defined here can

specify alocal drive path or a network drive path. UNC folder names are supported. The (E])

button at the end of the edit control will assist you to locate the default store folder by browsing the

folder structure available to you, if you choose to useit.

Since thisisthe default location where files are stored, this also represents the default folder that
will be used when searching for files to open (through the Open command in the File menu).

Uniqueness

This determines how the software will manage information retrieved from a BioL og when afile of

the same name already exists. For example, when you retrieve the information from the same
BioLog once every day, while the BioLog is still recording and the BioL og has not been prepared
for its next use and started again. The options available include:

1 Always create aunique copy of files (recommended)

If afile of the same name already exists, then the software will automatically append " Copy n"

to the end of the file name, where "n" will be a unique number.
2 Overwritefileif thefile aready exists

If afile of the same name already exists, the existing file is overwritten (deleted and replaced)
with afile that contains the information just retrieved from a BioL og.

3 Prompt if an existing file already exists.

If afile of the same name already exists, then you will see a message appear asking you
whether or not you want to overwrite and replace the existing file with the information just
retrieved from the BioL og.

If you answer "Yes" then the action described in the option "Overwrite file if the file already
exists', previously explained, will be performed.

If you answer "No" then the action described in the option " Always create a unique copy of
files (recommended)", previously explained, will be performed.
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Exportsand Reports

Every time recorded datais retrieved from a BioLog it is automatically saved to disk in the
software's native format so that it can be opened and viewed at alater date. However, it may be that
the recorded datais to be regularly integrated with other data and/or view the recorded data using
software other than BioLog Analyser. Exports and Reports will instruct the software to
automatically create one or more filesin aformat that is compatible with the other software being
used, whenever recorded data is retrieved from a BioL og.

£ Options
©2 General Settings Automatically export new files to the Following Format(s)
Iél Summary Statistics E CSY (Caormma defimited) w
(#5) Chart Statistics 03]
~" Charts | = = :
% Automation Text (Macintosh)
i - o
= File and Folder Settings M (=] Text (Tab defmited)
23] Exports and Reparts Send Mai _n:n:nmmanu:l aukomatically attaches a copy of the file in
@ Date and Time the Following Formatis)
&) Communication Ports !,J BioLog File {.bld) w
3 User Server 0% csv (Camma delimited)
=+ Updates [ =] Text {Macintosh)
M 2] Text (Tab defimited) b
Customize. ..

Ok | Cancel | Help |

To instruct the software to create a copy of thefile in aformat other than the native format used by
BioLog Analyser, simply tick the file format from the list available. To override and customize the
contents of the particular file format, simply ensure the file format is highlighted and click

| customize... | 5ce has been clicked, awindow will be displayed that will show the

available options that can be overridden.

Text (Tab delimited) Properties P§|

Always include pre-stark log daka
Include each column heading

(04 ] [ Cancel ] [ Help
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All the additional files created will be automatically saved at the appropriate time using the
filename and folder location defined in the "File and folder settings' options. Since these file
formats are not the native BioLog Analyser file format, the BioLog Analyser software will no
longer be able to detect whether or not the data within it is genuine and original and will not be able
to display the information within the file.

To select file formats for the e-mail attachment created through the Send Mail command (see
Sending a file by e-mail direct from Analyzer), tick the desired file formats in the second list.

Note: Thelist of Send Mail file formats contains only file formats selected in the Export formats
list, plus the BioLog Analyser format.

Datesand Times

The Date and Time options alow how the date and time information is displayed by the software to
be overridden. It does not affect how the date and time information is stored and therefore, how the
date and/or time information is shown can be changed at any time. At the bottom of this option
window, a sample of the date and time using the formats selected will be displayed.

a Options £|
&0 General Settings Date Format
'& Summaty Skatistics (&) short Date
(#4) Chart Statistics (O Long Date
| Charts O Custom Date diMM ey
& Automation
&% File and Folder Settings Time Format
43 E k d R k
22 Exports and Reparts @) Default
#l Date and Time
] Communication Ports © Custom Time Armm:ss
Llsedr Server Sample
=+ Updat
o 12{12/2006 11:40:35 a.m.
Display Time Zone Diownload Time Zone "
[ ok [ Cancel ] [ Help
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To customize how the date information is displayed, the following elements may be used. If spaces
are used to separate the elements, these spaces will appear in the same location in the date

displayed. The letters must be in uppercase or lowercase as shown in the following table (for
example, "MM" not "mm"). Characters that are enclosed in single quotation marks will appear in

the same location and unchanged in the date displayed.

Element M eaning

d Day of month as digits with no leading zero for single-digit days.
dd Day of month as digits with leading zero for single-digit days.

ddd Day of week as a three-letter abbreviation.

dddd Day of week asitsfull name.

M Month as digits with no leading zero for single-digit months.

MM Month as digits with leading zero for single-digit months.

MMM Month as a three-letter abbreviation.

MMMM Month asits full name.

y Y ear as last two digits, but with no leading zero for years less than 10.
vy Y ear as last two digits, but with leading zero for years less than 10.
yyyy Y ear represented by full four digits.

To customize how the time information is displayed, the following elements may be used. If spaces
are used to separate the elements, these spaces will appear in the same location in the time

displayed. The letters must be in uppercase or lowercase as shown in the following table (for

example, "ss', not "'SS"). Characters that are enclosed in single quotation marks will appear in the
same location and unchanged in the time displayed.

Element M eaning

h Hours with no leading zero for single-digit hours; 12-hour clock.
hh Hours with leading zero for single-digit hours; 12-hour clock.

H Hours with no leading zero for single-digit hours; 24-hour clock.
HH Hours with leading zero for single-digit hours; 24-hour clock.

m Minutes with no leading zero for single-digit minutes.

mm Minutes with leading zero for single-digit minutes.

S Seconds with no leading zero for single-digit seconds.

ss Seconds with leading zero for single-digit seconds.

t One character time-marker string, such as A or P.

tt Multi character time-marker string, such as AM or PM.
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For example, if the date was 2 January 2004 and the date format was defined as "yy-M',' dd"
(excluding the double quotes) the date would be displayed as "04-1, 02".

Time zones

The time zone of the computer used to configure a BioL og is stored in the BioLog's memory. In
some cases, the configuration time zone will be different from the time zone at the download
location. This alows you to select which time zone will be used to display dates and times within
the chart, summary and data displays. This option will not have any effect on the original recorded

data.

Download Time Zone

All reading times are displayed in the time zone of the computer used
for downloading/displaying the data. Thisis the default setting.

Configuration Time
Zone

All reading times are displayed in the time zone of the computer used
for configuring the BioL og.

UTC/GMT Time Zone

All times are displayed in Universal Time Coordinates, or Greenwich
Mean Time representation.
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Usar Server

The User Server options define if and where the software should connect to the BioL og User

Server software. If you do not have BioLog User Server software installed on your computer and/or
available on your local area network, you will not need to make any changes to this set of options.
Connection to the BioL og User Server softwareis typically only used within a multiple computer
user environment and/or if your organization requires compliance with the US FDA 21 CFR Part
11 regulations, for use of digital signatures that are controlled by a central administrator.

3 Options |E|

gg zeneral Settings (¥) Do not connect ta the User Server
@1 Surnmary Skatistics
(#5) Chart Statistics
E Charts () Server is on computer named:
@ Automation

&% File and Folder Settings
A7 Exports and Reports
@ Drake and Time

&) Communication Ports IMPORTANT: Please read the Following before agreeing and &
Lsat Server commitking ko any changes.

=+ Updates Ay changes made here are done in accordance the standard
operating procedures within the organization that this
sofbware is operating within, The user may be held personally  w

() Server is running on this workstation

O Server is on compuker ak IP:

Conneck on TCP Port number; ]

[ 11 agree (Required to keep changes)

[ ok { [ Cancel ] [ Help ]

Y ou will need to consult your network administrator and/or documentation pertaining to the
BioLog User Server software to determine what settings should be used in this set of options. You
will not be able to change these settings if the software is unable to establish a valid connection
with the BioLog User Server software.

Once avalid connection to the BioLog User Server software has been established, you will be
required to "log on" to the software to continue using it.
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Communication Ports

The Communication Ports options control which communication ports are checked for connected
Interface Cradles. This alows certain communication ports to be excluded, which are not used to
connect Interface Cradles to and/or are regularly used for other applications, thereby reducing the
possibility that this software will interfere with the operation of other applications running on the
current system.

The software checks each communication port at the same time, rather than one after the other,
therefore having the software check multiple communication ports will not adversely affect the
performance of the software significantly. As the software supports multiple communication ports,
it is possible to connect and use to more than one Interface Cradle at the same time.

a Options £|
gg General Settings tSeIIect the communication ports vou may have products connected
@1 Surnmary Skatistics =
(&) Chart Statistics com
|~ Charts A comz
& Automation S ooms
3y File and Folder Settings - come
“2| Exports and Reports 5%9 Universal Serial Bus (LUSE)

@ Drake and Time

) Communication Ports
User Server

=+ Updates

(o4 { [ Cancel ] [ Help
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Softwar e Updates

The BioLog Analyser software can periodically check to determine if a newer version of the
program is available for download from the BIOCONSERVACION SA website. This section
alowsthetimeinterval, if enabled, between each check for a newer version to be defined. An
interval of 30 days is recommended.

If the "Automatic Update" setting is enabled, BioLog Analyser will check and download a newer
program version without further notification.

a Options

£ 3 General Settings

Check for updates
I.&-l Summary Statiskics
(&) Chark Statistics O orf
E Charts & on

@ &utomation =
&4 File and Folder Settings Check every day(s)
A7 Exports and Reports Cowenload automatically

@ Date and Tirme

) Communication Ports
ser Server

=+ Updates

[]8 { [ Cancel ] [ Help
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CHAPTER 7

Menus and Toolbars

At the top of the screen for the BioLog Analyser, just below the title bar, which contains the name
of the software, isthe menu system and toolbar for the software. The toolbar provides quick access
to some of the more commonly used functions within the menu system. The menu system contains
lists of al the operations and commands that are available to you while using the software.

This is the title bar ]

Thiis is the menu ITIIE][‘B_(]

[ BioLog Analyser

File Edit Biolog Window Help
=" 5% & = L L& B P N2
[JThis is the toolbar ]

In This Chapter
MENU COMMBNS.....coeiiieecireeieee et e et ee e e s e e se e e e e s s sssssrsreeeeeesssasarenes 91
TOoOIbar COMMEANTS.......ceeiieeeeeeiieeeee e ee e et e re e e s ser e e s seraeeesseraeeenan 98

Print preview t00IDar ... ..o 99
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Menu commands

The menu system has been separated into groups of related commands. Each of these menu groups
is explained in more depth in the subsequent sections. The software will only display the menu
groups and commands within each menu group that are appropriate depending on what you are
currently doing with the software.

Y ou may also see that some of the menu commands have a reference after the command name, for
example F2 or Ctrl+0. These represent key strokes on the keyboard that instruct the software to
perform the appropriate command, without out the need to select the menu or toolbar command.
When only one key reference is mentioned, for example "F2", then pressing that single key on the
keyboard will cause the appropriate command to be performed. If there is more than one key
reference mentioned, for example Ctrl+O, then to cause the command to be performed you must
press and hold down the first key mentioned while pressing the other key once. When letters are
used in the key reference, for example Ctrl+O, it does not matter whether or not the caps lock is on
or off.

In This Section

FHE IMENU ...ttt et e e et e e e e e e s e e eeeeeeeenenanns 92
Bt IMBNU et e et e e et e e e e e e e e e e e e eeeeeenanees 94
BIiOLOG MENU ...t 95
WINOOW MEBNU....ceeeeeiieeeeeeeee ettt e e e e er e e e s s ee s s e ereeeseseaanns 96
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FileMenu

The"File" menu contains commands that generally relate to a BioLog file as awhole. A Biolog
file contains a variety of information that relates to a data set representing readings that were
recorded over a discrete period of time by asingle BioLog. The File menu will appear similar to
the following picture.

[ BioLog Analyser - 000B110337 Started 1-10-2003, Finished 1-10-2003.bid  [Z |[B][X]

=

Edit Biolog Window Help
Qpen. .. Chrl+0

Close

rulki Chart:

R

i

Save Chrl+3

Save As...

My

Brint. .. Ckrl+P
Prink Presiew
Prinkt Setup...
Page Setup...

Send. ..

Properties. ..

& B g

Digital Signature. ..

1 000B110337 Started 1-10-2003, Finished 1-10-2003,bId
2 6000034252 Started , Finished.bld
30004310317 Started 1-10-2003, Finished 2-10-2003.bid

Exit

The following table outlines the commands and the explanation of each command that may appear
in the "File" menu when using the BioLog Analyser software:

Command Explanation

Open... (E-"') Thiswill display the Open file dialog, which will allow you to open:
= BiolLog filesthat contain readings previously retrieved, or
= previously saved Multi Chart configuration files.

It will start at the folder defined in the File and Folder Settings
section in the Options.

If aMulti Chart fileis selected, the BioLog Analyser software will
automatically switch to Multi Chart mode and all the selected files
will be added to the Multi Chart display.
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Close

This command will close all windows that are displaying information
about the open file that is currently selected. If no files are currently
open this command will not be visible.

Multi Chart (@)

Thiswill change the way recordings are displayed such that they are
all combined on a single chart window (see Combining Chartsinto a
single chart).

Single Chart @)

Thiswill change the way recordings are displayed such that each
which will contain al the information retrieved from asingle
BioL og.

Save (H)

Thiswill save any changes you have made to the BioL og file (or
Multi Chart configuration) to your disk drive.

Save As...

Thiswill display the Save Asfile dialog, which will alow you to
save a copy of the file currently being displayed in the same or
different folder with the same or different file name.

Print... (£

Thiswill open awindow allowing you to print a copy of the BioLog
file to an output device, which will typically be aprinter. This
command is further explained in the section "Printing the results".

Print Preview

Thiswill change the display mode of the software to show you a
copy of how a printout of the currently selected file and window
would look like. In "Print Preview" mode you will not be able to

zoom in or out of achart. Click to exit the "Print

Preview" mode and return to normal display mode.

Print Setup...

Thiswill open awindow allowing you to view and/or adjust one or
more of your printer's settings.

Page Setup...

Thiswill open awindow allowing you to view and/or adjust one or
more of your page settings, like printer margins and page orientation.

Send... (&)

Thiswill help you send, by email, the currently open and selected
BioL og file to another user without the need to exit to your email
software or to deal with file attachments. This command is explained
in further detail in the section "Sending a file by email direct from
Analyser”.

Properties... ()

Thiswill open awindow that will display the information about the
file that is being displayed and currently selected. This same window
and information will be displayed if you view the properties of the
file from Microsoft Windows Explorer.

Digital Signature... (&)

Thiswill open awindow to display alist of digital signatures that
have been included with the file. It also allows you to add and print
thislist of digital signatures. This command is explained in further
detail in the section "Digital signatures’.

User logon... (ﬁ)

This allows a user to logon to and use the Analyzer software. When
the software is connected to the User Server software, users must
logon to the software prior to being permitted to use the software.
Therefore, thiscommand will only be available if the Analyser
software is connected to the User Server software. If auser is already
logged on to the software, then this command is not visible. The
section "User Server" explainsin more detail how to get the
Analyser software to connect to the User Server software.
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Logoff user (username) (ﬁ) This allows the currently logged on user to logoff the Analyser
software. The username portion of this command will represent the
name of the user currently logged on. If thereis no currently logged
on user, this command is not visible.

Change Password... This alows the currently logged on user to modify their password

that they use to logon to the Analyser software. This command will
only be available if the Analyser software is connected to the User
Server software and the User Server administrator has granted the

appropriate user permissions.

1,2, 3 etc This portion of the menu represents alist of the most recently files
you have viewed. To reopen one of these files, smply click on the
entry (name of thefile) to open. If afile that you want to view is not
included in this list, you may use the "Open..." command included in
this menu. The number of filesincluded in thislist can be adjusted
through the "General Settings' section of the Options.

Exit This command will exit and close down the BioL.og Analyser
software. Any files that you currently have open will also be closed
automatically for you. If auser is currently logged on to the Analyser
software when the Analyser closes, the user will be automatically
logged off.

Edit Menu

The "Edit" menu contains commands that generally relate to the contents of a BioL og file and will
appear similar to the following picture.

[ BioLog Analyser - 000B110337 Started 1-10-2003, Finished 1-10... [ |[B][X]

File |Edit| Biolog ‘Window Help

5 Copy ClC | A [jes L [tz |2 P N2
El Zoom Out

Zoom ko Marks

Iﬁ Mext group of Marks

25 Options...
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The following table outlines the commands and the explanation of each command that may appear
in the "Edit" menu when using the BioLog Analyser software:

Command

Explanation

Copy (B)

Places a copy of the contents of the currently displayed window
onto the clipboard, which can then be pasted into any Windows®
application. If you are copying a chart, the chart at its current zoom
range is copied to the clipboard. If you are copying from one of the
tabular style windows (Data or Summary), then the entire contents
of the window is copied to the clipboard, regardless of what part of
the data you have scrolled to view.

Zoom Out (Q)

Thiswill undo the last zoom operation performed allowing you to
see more of the data on the chart. If the chart is displaying all the
readings recorded by the BioL og, this command will not be
available.

Zoom to Marks (I&)

When this command is enabled, the chart is automatically zoomed
to show readings recorded between inspection marks. The section
"Starting and using the BioLog" explainsin further detail how
inspection marks are recorded.

—
Previous group of Marks (Iﬁ)

This command will show the readings recorded between the first
inspection mark shown and the previous inspection mark recorded.
This command will only be available if the "Zoom to Marks"
command is enabled and the first reading recorded is not currently
visible.

—
Next group of Marks (@)

This command will show the readings recorded between the last
inspection mark shown and the next inspection mark recorded. This
command will only be available if the "Zoom to Marks' command
is enabled and the last reading recorded is not currently visible.

Options... (#%)

Thiswill open awindow allowing you to customize the software.
This command is further explained in the chapter "Customizing the
software".

BioLog Menu

The "BioLog" menu contains commands that generally relate to the usage and interaction with

BiolL ogs.

[ BioLog Analyser

Eile Edit |BioLog| Help

D = Configure.,. F3
Daownload.., F4
Hibernate... F5

B wizard.. Fz

L8 [ oo
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The following table outlines the commands and the explanation of each command that may appear
in the "BioLog" menu when using the BioLog Analyser software:

Command Explanation

Configure... Thiswill display awizard to help you through the necessary stepsto
prepare BioL ogs for their next use. This command is explained in
further detail in the chapter "Preparing BioLogs for use".

Download... Thiswill display awizard to help you through the necessary stepsto
retrieve a copy of the recorded readings stored within the BioL og(s).
This command is explained in further detail in the chapter "Results
from BioLog".

Hibernate... Thiswill display awizard to help you through the necessary steps to
set BioL ogs to "Hibernation" mode. This command is explained
further in the chapter "Prolonging battery life"

Wizard... (@) Thiswill display awizard to help you through the necessary steps to
retrieve a copy of the recorded readings stored within the BioL og(s)
and then prepare the BioL ogs for their next use. This command is
explained in further detail in the chapter "Quick Start Guide".

Window Menu

The "Window" menu contains commands that relate to the management of each Window open
within the BioLog Analyser software that displays the contents of a BioL og file.

[7] BioLog Analyser - 000B110337 Started 1-10-2003, Finished 1-10-2003.bld = |[B]X]

File Edit Biolog |Window | Help

EI E?Fu g Mew Window ! k?

Close

Close all

Cascade
Tile Horizonkally
Tile Wertically

arrange Icons

1 000E110337 Starked 1-10-2003, Finished 1-10-2003.bid
2 0004310317 Skarked 1-10-2003, Finished 2-10-2003.bId

The following table outlines the commands and the explanation of each command that may appear
in the "Window" menu when using the BioL og Analyser software:

Command Explanation

New Window Opens a new window that contains a copy of the information of the
currently selected window. This command is useful when you need to
closely inspect and analyze different sections of the same data set.
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Close Closes the currently selected window within the BioLog Analyser
software.

Close All Closes all the windows within the BioL og Analyser software.

Cascade Arrange all the windows within the BioL og Analyser softwarein an
overlapping style.

Title Horizontally Arrange all the windows within the BioL og Analyser software as

horizontal non-overlapping tiles.

Title Verticaly Arrange all the windows within the BioL og Analyser software as
vertical non-overlapping tiles.

Arrange lcons Arrange all the minimized windows within the BioLog Analyser
software at the bottom of the main window.

1,2, 3 ¢etc Thetick mark beside these entries indicates the window that is
currently selected. If you want to change the currently selected window
to one of the windows listed, just click/select the appropriate entry on
thislist.

Help Menu

The "Help" menu contains commands that relate to providing you with help and assistance with
using the BioLog Analyser software.

[ BioLog Analyser |:||E| [z|

File Edit EiolLog |Help

D e //,J Help Topics... 42 | a A2
o User Guide...

{1} BioLog Home Page. ..
Reinstall USE drivers. ..

b7 Request help,..
Check Internet For update. ..

£} About Biolog Analyser..,

The following table outlines the commands and the explanation of each command that may appear
in the "Help" menu when using the BioLog Analyser software:

Command Explanation
Help Topics (@) Opens awindow that contains the online help.
User Guide (ﬂ) Opens the online user guide for viewing. Requires Adobe

Acrobat and/or Adobe Acrobat Reader software, version 4 or
later, to be installed on the compulter.
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BioL og Home Page... (ﬁ) Thiswill open your default Internet browser software and display

the BIOCONSERVACION SA Internet site,
www.bioconservacion.com. This command requires that your
computer be currently connected to the Internet to successfully
display the BIOCONSERVACION SA Internet site.

Request help... (E’?) Thiswill gather non personal information from your system to

include in the email to be sent to software support at
BIOCONSERVACION SA, so that the support team will be
informed of the relevant information about your system in order
to provide you with quality and useful assistance. This command
isexplained in further detail in the chapter "Getting more help"”.

Check Internet for update... Thisisasimple way of checking to seeif thereis anewer version

of this software available for download. This command is
explained in further detail in the chapter "Getting updated
software”.

About BioLog Analyser... (9) Display the version information about the BioLog Analyser

software that you are using.

Toolbar commands

Each picture on the toolbar represents a unique command.

R Biol.og Analyser

-

File Edit BioLog Help

PEEES & &< B 4t s p i S 4

The pictures that are included on the toolbar represent the following commands:

]

g h D W

4

Thiswill bring up the BioLog Wizard, which will take you through the steps to retrieve
readings from connected BioL og(s) and prepare them for their next use.

Thiswill display the file open window to allow you to locate and open BioL og files that contain
previously retrieved Biol og readings.

Save a copy of the BioLog datato afile on your disk drive.
Opens the window that will alow you to print a copy of the BioLog datato a printer.
Displaysfile properties about the currently selected open file.

Displaysinformation about any digital signaturesincluded in the currently selected open file,
which is also allows where new digital signatures can be added to the file and where you can
print a copy of the digital signatures.

Creates anew blank email for sending a copy of the currently selected open file as an
attachment to arecipient of your choice.

Places a copy of the currently displayed information to the Windows clipboard so that you can
paste it into another Windows software package.




Chapter 7 Menusand Toolbars 99

@, Zooms out one level of the actively displayed chart. If you are displaying a chart and this
function is not available, then all datathat is available to be displayed is currently been
displayed and therefore there is no more additional information that can be displayed by
zooming out.

Ll This zooms the chart to show information between the oldest reading recorded and the first
inspection mark that exists amongst the data. If this function is not available then thereis no
inspection marks in the data currently been displayed. The next two commands will not be
available until this command is activated.

bk This zooms the chart to show the group of data that was recorded between the previous
inspection mark and the first inspection mark currently been displayed. This functionis
disabled when either the oldest reading is already been displayed or the chart has not been
zoomed into showing groups of readings between inspection marks.

i This zooms the chart to show the group of data that was recorded between the next inspection
mark and the last inspection mark currently been displayed. This function is disabled when
either the newest reading is already been displayed or the chart has not been zoomed into
showing groups of readings between inspection marks.

o Switches into Multi Chart mode, which displays all currently open charts together in one
window. If additional BioL og(s) are downloaded or more files opened, their datawill be added
to the Multi Chart window.

T8 Switches into Multi Chart mode, with the average tabs active, or if already in multichart,
activates or disables the average tabs. It is recommended to deactivate this feature when
processing large data sets, as Minimum, Maximum and Average Charts (see " Specia Chart
Tabs' on page 55) can require considerable memory and processor resources when activated.

& Switches into Single Chart mode. Each chart that is currently open will be displayed in its own
window.

Pl Thiswill open awindow allowing you to customize the software. This command is further
explained in the chapter "Customizing the software".

L% Thiswill log auser on to the software if no user is currently logged on or log off the currently
logged on user. This command will only be availableif the software is connected to the BioL og
User Server software.

h? Thiswill allow you to show the help topic on any particular command or topic that you
subsequently select.

Print preview toolbar

The print preview feature, available through the File menu, of the software will display copy of the
data as it would be included on a print out. When the softwareis displaying afile in print preview
mode, an additional toolbar will appear, similar to the following picture.

B8 000B110337 Started 1-10-2003, Finished 1-10-2003 M=E3

ol B N THCI 3 ke I, Pl ol B B T 3 b

I
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Command

Explanation

Print...

Thiswill open awindow allowing you to print a copy of the BioLog
file to an output device, which will typically be aprinter. This
command is further explained in the section "Printing the results".

Next Page

Thiswill display the next page included in the print out. This button
will be disabled if there are no more pages available to be displayed.

Prev Page

Thiswill display the previous page included in the print out. This
button will be disabled if there are no previous pages available to be

displayed.

One Page

Selecting this button will change the display so that only one pageis
displayed at atime. Once this button is selected it will changeto
"Two Page".

Two Page

Selecting this button will change the display so that two consecutive
pages are displayed side by side at the same time. This button will be
disabled if thereis only one page in the print out, like a chart. Once
this button is selected it will change to "One Page”.

Zoom In

Thiswill zoom in the display of the print out making it appear larger
on the screen. It will not effect what information isincluded in the
print out.

Zoom Out

Thiswill zoom out the display of the print out making it appear
smaller on the screen. It will not effect what information is included
in the print out.

Close

Thiswill close the print preview mode of display and revert the
display of the data back to normal mode, which will allow usersto
switch between chart display and data listing display, for example.




101

CHAPTER 8

Working with Networks

When using and deploying software in a network environment, network administrators often
reguire additional technical information about the software so they can integrate support for it
correctly and seamlessly. This chapter briefly covers some points of interest for computer network
administrators.

In This Chapter

Distributing software to workstations............cccceceeeveeriee e e 101
Restricting what USErs Can do..........cccceeveveieeveseceese e 102
HOW USEIS10Q 0N 103
How users change their password.........cccceveeverveeeceecieesee e e 104

Distributing softwareto
wor kstations

When using the software on many computers within a computer network, it is not always efficient
tovisit and install the software and subsequent updates manually on each computer workstation.
The installation of the software does support zero administration installation, whereby the
installation package can be located on a central point, usualy a server, and haveit install on each
relevant workstation, without requiring user intervention.

To distribute the software without user intervention is atwo step process.

1 Create aningtallation script file that will provide the answers and actions to be performed on
each step of the installation process. To create an installation script, use the following
command line syntax, including the quotes as used:

\\myserver\my_apps_path\setup.exe /a/r /f1"\\myserver\my_apps path\setup.iss"

2 Ensure that whenever auser installs the software the installation script is used. To install the
software using an installation script previously created use the following command line:

\\myserver\my_apps_path\setup.exe /s/a/s /[f1"\\myserver\my_apps_path\setup.iss’
Where,

a "\\myserver\my_apps path\" represents the network path to the folder containing the
installation of the BioLog Analyser software.

b "setup.exe' istheinstallation software.
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As many different installation scripts as are suitable for your situation may be defined and used.

BioLog Analyser software is released on the BIOCONSERVACION SA Internet site using a
standard filename syntax, which is

[software_name][major_version][minor_version]r[release version].exe. For example, if thefile
name of the installation package was "biologanalyser 10r24.exe" the name of the software would
be "BioLog Analyser" version 1.0 Release 24.

Theinstallation of the BioLog Analyser software involves copying a number of filesto the
destination folder, which can be chosen during the installation process, afileisinstaled in the
Windows System folder and some plug and play driversto support the USB Interface Cradle.
Therefore, when deploying the software onto Windows NT® based operating systems, like
Windows NT®, Windows 2000® and Windows X P?, the user installing the software will require
local administrator privileges for the softwareto install correctly. It is possible, to elevate a users
permissions on a Windows NT® based server network for the sole purpose of being able to install
the software successfully through the use of a Group Policy Object.

When installing the software on to a Windows NT® operating system, the plug and play driversfor
the USB Interface Cradle will not be installed as Windows NT® does not support USB devices.

Restricting what userscan do

In amultiple user environment, it is not always desirable to allow every user to perform any and all
tasks with the software. For example, to ensure al documents printed from the software use the
same date/time display format, it may be desirable to not allow users to customize the software to
change how the software displays dates and times. To provide administrators of systemswith a
central point of control, BIOCONSERVACION SA has devel oped a software package called
"BioLog User Server", which when used in conjunction with this software, it will provide an
administrator with the ability to choose whether or not to restrict what users can and cannot do with
this software.

To find out more about BioLog User Server, please contact your network administrator and/or your
BioLog reseller.
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How userslog on

When the software has been customized to be connected to the BioLog User Server software, all
users are required to successfully logon to the software before being permitted to use any of the
features and functionality of the software. For a user to successfully logon to the software, the user
must enter their username, which the administrator would have assigned, and their password.
Username's are typically not case sensitive, however passwords are. That is, entering the Username
"Bob Smith" is the same as entering "BOB SMITH" and "bob smith". However, entering a
password of "bob" rather than "Bob", for example, is considered to be different.

Logon &'

‘fou are required to logon before wou can conkinue,
= Please enter wour username and password, Contack
wour administrator Far further assiskance,

Username: | Bob Smith

Password;

[ O l [ Cancel ] [ Help ]

Every logon attempt, whether successful or not, may be recorded automatically in the audit logs by
the administrator. As a security measure, the network administrator may configure the BioL og
User Server software so that a user account becomes locked and therefore temporarily inaccessible
if a certain number of consecutive failed logon attempts are made to the user account. Please
contact your network administrator if you have problems with the logging on the software.
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How users changetheir
password

When the software has been customized to be connected to the BioLog User Server software, the
network administrator may require and/or permit users to change the password used to logon to the
software. Users are only permitted to change the password for the user account that is currently
logged on, which istypically their own, and as a security precaution, users will always need to
supply their current logon password before being permitted to change it.

The network administrator may enforce certain rules pertaining to what is avalid password. For
example, they may require a minimum number of characters (digits, letters or symbols) and/or a
minimum number of digits to be included in the password. Please contact your network
administrator if you have problems with the logging on the software.

Change Logon Passwond

% Lsername; Bob Smith
(e

Current Password;
Mew Password;

Confirm Password;

[ Ik l [ Cancel ] [ Help

Passwords should be chosen such that they would be difficult for some one else to guess. If another
person was able to guess the password they would be able to logon and impersonate the user.
Therefore, following are afew points to remember when changing a password:

1 Do not use something that is personal to the user. Birth dates, license plate numbers, names of
family members, types of vehicles owned, favorite foods and address of residence are all
examples of passwords that should NOT be used.

2 Do not writeit down.

3 Change the password on aregular basis.

If auser's password is forgotten, the network administrator will be able to change it. However,
network administrators will not be able to see and therefore inform users what their current

password is.
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CHAPTER 9

Getting mor e infor mation

In This Chapter
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Finding your sOftwar€ VErSiON...........cccecvveieeveseee e 107
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Getting updated software

There are two ways to see if a newer version of the BioLog Analyser software is available and
download a copy if anewer version exists.

1 Within the "Help" menu item in the software is a command called " Check Internet for
update..."

E] BioLog Analyser |:| |§|E|

File Edit Biolog |Help

B = % Help Topics... 5 [y ap, A2
7l User Guide. ..

fﬁ BioLog Home Page...
Reinstall USE drivers, ..
L7 Requesthelp...

Check Internet for update. ..

£} About BioLog Analyser. ..

2 Visit the BIOCONSERVACION SA Internet Site, www.bioconservacion.com, and follow the
relevant instructions to obtain a copy of the software.
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Thefirst option will download from the BIOCONSERVACION SA Internet site the relevant
information about the latest version of the software available and compare this information with the
software that has already been installed. The software will then let you know whether or not a
newer version of the software is available. During this entire process no information about you or
your system is transmitted out from the BioLog Analyser software and therefore you can rest
assured that your privacy is maintained.

While the software is retrieving the information from the Internet about the latest available version,
the software will display its progressin awindow similar to the following picture.

Check for Update E|

=

Checking software wersion available on web site against wour
already installed software,

If anewer version of BioLog Analyser isavailable a"Download" button will appear. Clicking
"Download" will begin the download process, in which you select the location for the installation
file. After theinstallation file has been downloaded you will need to close BioL og Analyser and
then start (open) the downloaded file to begin the installation.

Installing a newer version of the BioLog Analyser software will update al the relevant program
files. It will not affect any of your BioL og data files or your custom settings of the software.
Software updates usually include feature enhancements and/or resolve problems discovered with
the software subsequent to its release. We recommend you use the latest version of the BioLog
Analyser software available.

BioLog Analyser can automatically check if a newer software version is available. The interval
between automatic checks for an update can be specified through the Updates section from within
the Options Window.
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Finding your software version

Within the "Help" menu, isthe "About BioLog Analyser..." command, which will display a
Window similar to the following picture.

About Biolog Analyser Iﬁ
BiolLog Analyser 1.7
‘ Copyright (<) 2008 - 2013, BIOCONSERVACION SA. All rights
reserved.

BioLog Analyser, Version 1.7 Build 12
BioLog Access Library, Version 1.7 Build 04

Within this window, amongst other information, the full version number of the software being used
isdisplayed. Thisinformation is useful, for example, to determine if the same software version is
installed on multiple computers and/or if the user guide being referenced refers to the version of
software being used.

For example, if the window shows the software to be "BioLog Analyser 1.7" and the version of this
guideis 1.7, then the contents of this user guide refer to the version of software being used. If
however, this window shows the software to be "BioLog Anayser 1.0" and the version of this
guideis 1.7, then this version of the user guide does not refer to the version of the software being
used. The version of thisguideis 1.7, which is also shown on the cover page of the guide.

Each time the software is updated one part of the version number of the software is always
increased. The "Build" number portion isincreased for a given version of the BioLog Analyser
software when the change included in the software will not affect the matching version of the user
guide. For example, version 1.7 of the guide refers to both the "BioLog Analyser, Version 1.7
Build 2" and the "BioLog Analyser, Version 1.7 Build 5" of the software.
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Getting more help

The time may arise when this guide is unable to provide you with the assistance you require. The
BioLog Analyser software includes away to make the process of getting further assistance from
BIOCONSERVACION SA as simple as possible, while providing the support team at
BIOCONSERVACION SA with enough information about your system to be able to provide you
with useful assistance. Within the "Help" menu of the software is a"Request help..." command.

E] Biol.og Analyser |:||E| [z|

File Edit BioLog |Help

D = 7 Help Topics. .. 2 | an, \?
o User Guide...

{1} Biolog Home Page, ..
Reinstall USE drivers. ..

b7 Request help,..
Check Internet For update. ..

£} About Biolog Analyser..,

This command will gather non personal information from your system to include in the email,
which you can review if you want to, so that BIOCONSERVACION SA will be informed of the
relevant information about your system in order to provide you with quality and useful assistance.
Please include in the email as much information and detail about the problem that you are
experiencing with the BioL.og Analyser software as possible, even if you may think it to be
irrelevant, as the more information that is available the more likely BIOCONSERVACION SA will
be able to provide you with an appropriate solution quickly.

If you have suggestions for software improvements, you may also use this method to send your
ideas through as BIOCONSERVACION SA is alwaysin the process of improving the software and
adding additional featuresto it, so that the software becomes increasingly more efficient, effective
and useful for users.
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CHAPTER 10

Appendix

In This Chapter

Troubleshooting ........cccccevvveeveneieee,
Finding your computer specifications.....
Resolving USB Driver Problems............
Sensor ReSPONSIVENESS........ccovveeeeeeneenens

Troubleshooting

Problem

Solution

My BiolLog appearsto be “dead”. No
lights are flashing.

This could represent either of two conditions:

1 TheBioLog isready to start, but has not been
started yet.

2 TheBioLogissimply in astate where the
configuration has the LED flashing turned off.
Thisis an option that may be selected when a
BioL og has been shipped to the user for the first
time (to preserve battery life) or it may be that
the last configuration setting selected no LED
display.

3 TheBioLogisin"Hibernation" mode. Refer to
"Prolonging battery life" for further information.

4 The battery is dead and the BioL og is expired.

How to test:

1 Try pressing the START MARK button on the
BioLog.

2 Start the BioLog Analyser software and place the
BioL og into the Interface Cradle. Download the
BioL og. If the BioLog can be identified by the
software, then the battery is good, and the
BioLog isOK.

| am unable to get a serial port “free’.
Every time | run the software, every port
showsthat is already in use

On rare occasions it may be difficult to configure some
computers for releasing the assignment of a seria port
from one application to another. Often, thiswill require
the services of a computer technician or expert. One
simple solution is to purchase a USB Interface Cradle.
USB connections do not have a“free port” limitation.
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What happensif thereis an electrical
current between the contacts...will that
damage the BioL og?

The contacts are isolated from the critical internal
component such that incidental static discharge will not
harm the BioLog. Deliberate application of afull outlet
voltage (100 — 240 volts AC or 12-24 volts DC) to the
BioLog may cause permanent damage.

| cannot view the user guide that came
with the software.

The User Guideisin a'PDF file format and as such a
special software package called "Acrobat Reader" is
required to view it. Acrobat Reader is available for free
download from the Adobe web site and can typically be
downloaded from
http://mmw.adobe.com/products/acr obat/reader main.html
http://www.adobe.com/products/acrobat/readermain.html.

| cannot see al the readingsin the "data"
screen, some appear to be missing.

The range of readings shown in the data screen represent
the range of readings shown on the Chart screen.
Whenever the Chart is zoomed in to show more detail the
range of readings shown in the data screen is updated as

well. If the chart is zoomed out (a) to show all readings
that were recorded, then the data screen will also show all
the readings that were recorded.

Why are some of the readings shown "non
validated".

The BioL og automatically inserts error detection codes
every 127 recordings which checks for the detection of
corrupted or manipulated data. If the BioLog has been
configured to do continuous recording then as each block
of 127 logsis started to be replaced with the latest
readings the data integrity error check for the "oldest"
block will fail, which will therefore technically putting the
block of datainto doubt. Thisis not aproblem rather that
the particular block of data now has the lost a degree of
dataintegrity protection and henceislabelled
'non-validated'.

Non-validated readings can also occur if there has been
communications issues during data transfer from the
BioL og or if the memory does actually have afault,
however these causes are very rare.

If above suggestions are insufficient, please check the website at www.bioconservacion.com for more

information, specifically the FAQ section.

Finding your computer

specifications

If you are unsure of your computer specifications you can find the relevant information by

following these steps:

1 Todetermine your computer CPU, RAM and version of Windows Operating system:

a) Open the "Control Panel". This can be done by using the mouse to click on the Windows
"Start” button, typically located in the bottom left of the screen, to open the Start menu.

b) Oncethe"Start" button has been clicked, you will see a menu appear.
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c) If your menu looks similar to the following picture, click on the visible "Control Panel”
item.

username

i Internet L} My Documents
Internet Explorer

S E-mail B My Recent Documents »
Outlook Exprass &
[__] My Pictures
Sek Program Access and . )
Diefaults I:_) My Music
\‘, MSM Explorer g’ My Computer
Windows Media Player B" Contral Panel

L:% Printers and Faxes

Q) Help and Suppaort

Windows Messenger

Tour \Windows ¥P

©&0

MR windows Mavie Maker

@ E? Run

@] Log OFf | (D) | Turn OFF Computer

All Programs D

4 start
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d) If your menu looks similar to the following picture, the "Control Panel" item islocated
within the " Settings' menu item.

% Windows Update

E Prograrms 2
@ Dacumenks L

b [+ Control Panel

=

)

Settings
@ . b - Metwaork and Dial-up Connections
ear:
- Printers
@ Help M Taskbar & Stark Menu,..
Run...

Shut Do, ..
IEStart |J o & 51 |J

€) Within the "Control Panel" window thereisa"System" icon. For Windows XP users, you
may need to "Switch to Classic View" to locate the " System" icon quickly. Start (open) the
"System" icon once you have located it.
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f) Clicking on the "General" tab at the top of the "System Properties* window, whichis
usually the default, will display the relevant information for you about your system.

System Properties

Profesgional

'l 7 Version 2002
!1/ Service Pack 1
; Reqistered to;

T —— Bob Smith
Ky Company Mame
12345-987-1 234567-98765

Computer;
Intel [R] CPU 2.9GHz
293 GHz
128 MB of Hﬁ.M/]

This is where wou can learm what CFU wou computer has
and how much BAM there is. The information is typcially

broken down inta three lines.

1. The type and model of CPU wour computer has.

2. The speed ofthe CPU.

3. The amount of RAM available to the operating system.

2 To determine your screen resolution and colors:
a) Openthe "Control Panel" as explained in step 1.
b) Openthe"Display” item.

S ystem Restore Automatic 1| This is where you can learn what wersion of the
"""""" Gereral | Computer Name ‘Windows® operating system you are using.
System:
Microzaft Windows *P

c) Click onthe"Settings' tab at the top of the "Display Properties’ window will display the

relevant information for you about your display.
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d) Fromthe"Settings" portion of the "Display Properties" window you will see your current
screen settings and you may also be able to change some of your display settingsif you
want.

Display Properties

Themes | Desktop | Screen Saver | Appearance | Settings

&

Drizplay:
Default Monitar on 53 Triod2 /64
Screen rezolution Color quality
Less ' & Moe  pegium (16 bi v
800 by 500 pixels 1 ''In =  m

[In:uul:ulesh-:u:ut... ] [ Advanced ]

[ ak. H Cancel ]

3 Todetermine your spare hard disk drive space:

a) Open "My Computer" which istypically located on your desktop and/or within the
Windows " Start" menu.
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b) Using your mouse, click the button on the right over the drive that includes " (C:)" inits
description.
¥ My Computer |Z||E X

File

'\_) Back.

Edit  Wiew  Favorites

Tools

Help

IE pﬁearch [EL' Folders v

Address 'Q My Computer

System Tasks

Wiew swstem information
iy Add or remave programs
@- iZhange a setting

Other Places

ﬁg Il Mebwork Places
£} My Documents
I Shared Docurnents
[ Control Panel

Details

My Computer
System Folder

Files Stored on This Computer

D Shared Dacuments

Hard Disk Drives

b
E::.@ Local Disk {20

Devices with Removable Storage

Metwork Drives

username's Documents

_ DVD Drive (D)

c) Select "Properties’ (Ieft mouse click) from the popup menu that will appear.
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d) Clicking onthe "Genera" tab at the top of the drive properties window will display the
relevant information for you about your hard drive.

Local Disk [C:) Properties

General |T|:u:uls Hardware | Sharing | Quata

Type: Local Digk,
File syztern:  MTFS

B Uszed zpace: 2.334.171.136 bytez 217 GB
B Free space: 14,831,951 872 bytes 13.3GB
Capacity: 17.166,123,002 bytes 15.9GB

Difive C Disk Cleanup

[ ] Compress drive to save disk space

Allow [ndexing Service to jndes this disk for fast file searching

[ Q. ] [ Caticel

e) If you have multiple (hard disk) drives installed on your computer you can repeat steps (b)
through to (d) for each drive to get the same type of information.
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Resolving USB Driver
Problems

Every USB device requires the appropriate driver files to beinstalled prior to them being
successfully used on a computer. The installation process of the BioLog Analyser software will
attempt to ensure the appropriate driver files are installed on the computer. These driver files may
fail toinstall correctly if the USB Interface Cradle is connected to the computer prior to and/or
during to the installation of the software. Therefore, it is strongly recommended that the softwareis
installed prior to any USB Interface Cradles being connected to the computer.

The following sections will guide you through the steps necessary to determine whether or not a
problem exists with the installation of the USB drivers for the USB Interface Cradle are installed
correctly on the computer and, if necessary, how you can resolve a problem with the installation of

the USB drivers.

In This Section

Checking the installation of the USB driver ..........ccccoovveveieieene. 117
USB driver installation through software installation...................... 122
Manua USB driver installation on Windows XP.......ccccveevevveveeennee. 124
Manual USB driver installation on Windows 2000 ............coceeeeueee. 128

Checking theingallation of the USB driver

The following will guide you through the steps necessary to determine whether or not the drivers

for the USB Interface Cradle are installed correctly on the computer.

1 Providing the BioLog Analyser software has been already installed, connect the USB Interface
Cradle to the computer by plugging the Interface into an available USB socket. USB sockets

aretypically located at the rear of the computer.

IJ5E parks on the computer

1J5E Interface conneckor

2 Openthe"Control Panel". This can be done by using the mouse to click on the Windows
"Start" button, typically located in the bottom left of the screen, to open the Start menu. Once

the "Start" button has been clicked, you will see a menu appear.
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3 If your menu looks similar to the following picture, click on the visible "Control Panel" item.

username
Internet [ My Documents
é Inkernet Explorer l'-"j
'?b E-mail b My Recent Documents #
@I Dutlook Express

|:£,'-' My Pictures

Sek Program Access and - i
Diefaulks l__'__,? My Music

" M3M Explarer g,l My Computer
c.‘) windows Media Player B’ Control Panel

Q;é Printers and Faxes

d Windows Messenger

9 &

Help and Support
Tour Windows XP \@"J

@
. - search
()'8

ﬁ] Log OFf |ﬁ| Turn OFF Computer

Windows Movie Maker

All Programs D

4 If your menu looks similar to the following picture, the "Control Panel” item islocated within
the " Settings" menu item.

Programs ¥

Drocuments ¥

Sattings » (%] Control Panel

- Metwaork and Dial-up Connections
Search

- Printers
Help a Taskbar & Start Menu...
Run...
Shut Down, ..
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5 Within the "Control Panel" window thereisa"System" icon. For Windows XP users, you may
need to "Switch to Classic View" to locate the " System" icon quickly. Start (open) the
"System" icon once you have located it.

6 If your system properties looks similar to the following picture, click the "Hardware" tab
followed by the "Device Manager" button to open aview of the devices that have and have not
been successfully installed on the computer.

System Properties

System Restare Autornatic Updates Rermiate

General Computer Mame Advanced
Add Hardware wWizard
'ﬁ? The &dd Hardware 'Wizard helps pou install hardware.
==
Add Hardware ‘wWizard

Device Manager

The Device Manager liztz all the hardware devices installed
an your computer. Use the Device Manager to change the
properties of any dewvice.

[ Drriveer Signing ] [ Device Manager

Hardware Profiles

Hardware profiles provide a way for you to zet up and store
different hardware configurations.

[ Hardware Profiles ]

Q. l[ Cancel ]
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7 If you system properties |ooks similar to the following picture, click the "Device Manager” tab
to view the devices that have and have not been successfully installed on the computer.

System Properties E B3 |

| Hardware F'n:nfilesl F'erh:urmanl:el

= Wiew devices by type " Wiew devices by connection

CormpLiter

2= COROM

Fl-= Disk drives

]@ Display adapters
Fl-i=a Floppy dizk contrallers
rl-5= Hard disk controllers
]@ k.evboard

-3 b oniitars

H- 5y Mouse

- BIE Metwork adapters
]é Parts [COM & LPT)

H- Sound, video and game controllers

- Spster devices
i8¢ Univerzal Senal Bus controllers

1.1

g R g R g R g R O O R O RO s O sy O |

Froperties | Refrezh | Remove | Prirt... |

] I Cancel |
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8 Once the device manager is open you should see one of the three following imagesin the list,
asindicated in the following picture. Y ou may need to click on the "+" beside the "Universal
Seria Bus controllers’ entry to view all the USB devices that have been installed on the

computer.

L Device Manager

File  Action  Wew Help
g @

IJSE driver nok yet installed, Therefore the J3E
Interface Cradle is nok readw ko be used.

][] [
AL

T @

ik evices

@ I15EB Interface
o Parts (COM & LPTY
Processars
Sound, widea and game cantrallers
System devices
IISE driver installed and starked successfully,
Therefore the USE Interface Cradle is ready to
be used.
ndard OpenHCD USE Host Controller
I153E Interface
v USE Interface

R.ook Hub

g

][]

P OH

1J5E driver installed successfully but has nok et
started, Therefore the USE Interface Cradle is
nok ready to be used,

If the USB device driver installed successfully but has not yet started, the following will guide you
through steps necessary to start the USB drivers so that you can start using the USB Interface

Cradle(s).
If the computer is using Windows XP or Windows 2000:

1 Openthe"Device Manager" as described previoudly.
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For each "USB Interface” entry displayed, using the mouse (pointing device), click the right
button on the text of the "USB Interface" entry to display the popup context menu, which will
be similar to the following picture. Once this pop context menu isvisible, select the "Uninstall"”
option, using the left button on the mouse.

£ Device Manager

File Action “iew Help

WM EHFSES @ A =28

+ L,. Maoderns s
+ E Manitars

+-E& Metwork adapters

- @. Ckher devices

.., k! Update Driver. ..
+ Parts (COM 2
“y‘ ( Disable

+-#8 Processors T
. ninska
@, Sound, video ML

t System devic  sean For hardware changes
+ Iniversal Ser e
Properties —

Ininstalls the driver |

Unplug all USB Interface Cradles that are plugged into the computer and/or are plugged into
any USB hub that may be connected to the computer.

Wait for at least 5 seconds.

Plug the USB Interface Cradle(s) into the appropriate USB socket on the computer and/or USB
hub that is connected to the computer. This should install and start the USB driver for the USB
Interface Cradle(s). If the drivers do not successfully start, indicated by the "USB Interface”

entry appearing in the device manager with either the i or the ¥ picture, you may need to
reinstall the USB driver files, which is described subsequently.

If the USB device driver files did not install correctly, you may either reinstall the software or
manually install the USB driver files. This set of USB drivers was first released with the BioLog
Analyser software version 1.7. If you have a version of the software prior to this, get a copy of the
latest version of the BioLog Analyser software and install the latest version of the software
ensuring the all USB Interface Cradles are not connected to the computer during the installation
process.

USB driver ingallation through softwareingallation

To reinstall the software to install the USB drivers:

1

Unplug all USB Interface Cradle(s) that are connected to the computer and/or connected to a
USB hub that is connected to the computer.

Start the Windows " Control Panel"

Within the "Control Pandl" window there is a"Add/Remove Programs' or "Add or Remove
Software" icon. For Windows XP users, you may need to "Switch to Classic View" to locate
the "Add or Remove Software" icon quickly. Start (open) the "Add or Remove Software" icon
once you have located it.

Locate the "BioLog Analyser" entry and click the "Change/Remove" or "Add/Remove..."
button.
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5 Oncethe"BioLog Analyser Setup Maintenance" window is open, select the "Repair” option
and then click the "Next >" button.

6 Click the"Finish" button when it is displayed to complete the reinstallation of the software and
USB driver files.

Note, if you see awindow similar to the following picture appear during the installation of the USB
driver files, you must click the "Continue Anyway" button for the USB driver files to successfully
install.

Hardware Installation

L ] E The =oftware you are inztalling far this hardware;
L

niversal Seral Bus controllers

has not paszed “Windows Logo testing to verify it compatibility
with Windaws =P, [Tell e why this besting iz important. |

Continuing your installation of this software may impan
or destabilize the commect operation of your zystem
either immediately or in the future. Microzoft strongly
recommends that you stop this installation now and
contact the hardware vendor for software that has
pazzed Windows Logo teshing.

Continue Arypway ] ILE.TEIF' Inztallatian |
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Manual USB driver ingallation on Windows XP

To manually reinstall the USB driver files, for Windows X P computers, open the "Device
Manager”. The "Device Manager" can be started by opening the " System" icon, located in the
Windows "Control Panel", selecting the "Hardware" tab in the " System Properties” window and
then click the "Device Manager" button.

System Properties

System Hestore Automatic Updates Remate

General Computer Mame || Hardware & Advanced

Add Hardware Wizard
§' The Add Hardware “Wizard helps you inztall hardware.

b

Add Hardware ‘wizard

Device Manager

The Device Manager liztz all the hardware devices inztalled
an your computer. Use the Device Manager to change the
properties of any device.

[ Diriver Signing ] [ Device Manager

Hardware Profiles

Hardware profiles provide a way for you to et up and store
different hardware configurations.

[ Hardware Profiles ]

[ ] l[ Cancel ]
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1 Using the mouse (pointing device), click the right button to display the popup context menu,
which will be similar to the following picture.

L Device Manager E@@

File  Action  Wiew Help

S @ 8 =R1a

"_)-. Mice and other pointing devices ~
L,, Modems

& Monitors
B8 Metwork adapters

= @ Other devices
et

.., k7

- 5 Ports (COM

+ ﬂ Processars

+- B, Sound, vide Inirstall
i é System devi Scan for hardware changes

- [H-[H-[F

Ipdate Driver. ..
Disable

+ Universal 5e

Properties L

Launches the Hardw.

2 Select the "Update Driver..." option, using the left button on the mouse, which will cause the
device driver wizard to start, similar to the following picture. Ensure the "Install from alist or
specific location (Advanced)” option and then click the "Next >" button to continue.

Hardwarne Update Wizard

Welcome to the Hardware Update
Wizard

Thiz wizard helpz you install zoftware faor:

I1SE Interface

f:';i If your hardware came with an installation CD
&2 or floppy dizk. inzert it now.

WWhat do you want the wizard to do?

{7 Inztall the software automatically [Fecommended]
(%) Install fram a list or zpecific lacation [Advanced)

Chck Mest to cantinue.

MEHD |[ Cancel
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3 When prompted for the location of the driver files, enter the location of the installation of the
software followed by the path to the USB driver files. The default location for these driver files
is"C:\Program Files\ BIOCONSERVACION SA\BioLog Analyser\Drivers\USB Interface 2.0".
Y ou may use the "Browse..." button in the window that appears, similar to the following picture
to help you locate the appropriate folder.

Hardware Update Wizard

Please choose your search and installation options.

{(*) Search for the best driver in these locations.

Ilze the check boxes below to limit or expand the default zearch, which includes local
paths and remavable media. The best driver faund will be installed.

[ ] 5earch removable media [floppy, CO-ROM...)
Include this location in the search:

C:\Pragram Files\EIOCONSERYACION 54%Eiclag &1 v

(3 Don't zearch. | will chooze the driver ta install

Chooze this option to select the device diver from a list. Windows does not guarantes that
the drver you chooze will be the best match for pour hardware.

< Back ” Hemt » ][ Cancel
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4 Oncethedriver files have been installed successfully you will see awindow similar to the

following picture. Y ou may now connect and start using your USB Interface Cradle(s).

Hardware Update Wizard

Completing the Hardware Update
Wizard

The wizard haz finizhed inztalling the zoftveare for:

% USE Interface

Click Finizh to cloze the wizard.

Note, if you see awindow similar to the following picture appear during the installation of the USB
driver files, you must click the "Continue Anyway" button for the USB driver filesto successfully

install.

Hardware Installation

4

The software you are inztalling far this hardware;

niverzal Seral Bus contrallers

has not paszed Windows Logao testing ba wvernify itz compatibility
with windaws =P, [T ell me why this kesting iz important. |

Continuing your installation of this software may impair
or destabilize the correct operation of your system
either immediately or in the future. Microzoft strongly
recommends that you stop thiz installation now and
contact the hardware vendor for software that has
pazsed Windows Logo testing.

Continue Arnway ] E__E_TDF' |nztallation |
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Manual USB driver indallation on Windows 2000

To manually reinstall the USB driver files, for Windows 2000 computers, open the "Device
Manager”. The "Device Manager" can be started by opening the " System" icon, located in the
Windows "Control Panel", selecting the "Hardware" tab in the " System Properties” window and

then click the "Device Manager” button.

wskern Properkies

The Hardware wizard helps vou ingtall, uninztall, repair,
unplug, gject, and configure your hardware.

Hardware ‘wizard...

The Device Manager liztz all the hardware devices installed
on your computer. Use the Device Manager to change the
properties of any device.

Drriver Signing... Device Manager...

—Hardware Profiles

Hardware profiles provide a way for you to 2et up and stare
different hardware configurations.

Hardware Profiles. .. |

k. I Cancel | Smply |
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1 Using the mouse (pointing device), click the right button to display the popup context menu,
which will be similar to the following picture.

..E..r.;; Device Manager _ ||:|| EI
Jﬂctiu:un Yiew |J1—-}| ||@J 2 =
--% IDE ATASATAPT controllers LI

@ Kevboards

- [ Maonitors

- ElR Metwork adapters
-9 Other devices
c@ &

: i i i
P & Disable
r;f Porks (¢

--{ﬂ% Sound,
-- System  Scan For hardware changes

-8 Univers
Select the "Properties..." option, using the left button on the mouse.

Uninstall, ..

—

From the "USB Interface Properties’ window that will appear, similar to the following picture,
click the "Reinstall Driver..." button.

IJSE Interface Properties d A

General | Diriveer |

.\> ISE Interface

Device type: Other devices
b anufacturer; I nknown
Lacatian: IISE Interfface

— Device status

Thiz device is not configured comectly. [Code 1] ;I

T o reinztall the drivers for this device, click Beinstall Driver.

Reinztall Driver. .

Device uzage:

|1ze thiz devic ]

e [enable

Cloze Lancel
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4  Thewill device driver wizard will appear similar to the following picture, click the "Next >"
button to continue.

Ilpgrade

Welcome to the Upgrade Device
Driver Wizard

Thiz wizard helps you upgrade a device driver for a
hardware device.

To continue, click Mest,

Cancel |

5 Ensure the "Search for a suitable driver for my device (recommended)" option is selected and
click the "Next >" button to continue.

¢ Back

Found Mew Hardware Wizard

Inztall Hardware Device Dnivers
A device driver iz a zoftware program that enables a hardware device o wark, with
an operating zysten.

Thiz wizard will complete the installation for thiz device:

@ USE Interface

A device driver iz a zoftware program that makes a hardware device waork. ‘WwWindows
needs driver filez for pour new device. Ta lozate diiver files and complete the
inztallation chick Nest.

YWhat do you want the wizard ko da?

¥ Search for a suitable driver for my device [recommended}

™ Dizplay a list af the known drivers for thiz device 2o that | can chooze a specific
driver

< Back I Ment » I Cancel
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6 Ensurethe "Specify alocation" option is selected and click the "Next >" button to continue. It
is best that the " Specify alocation" option is the only one selected for the installation of the
USB Interface Cradle driver files.

Found Mew Hardware Wizard

Locate Driver Files
W'here do pou want Windows to search for diver files?

Search far driver files far the fallowing hardware device:

@ LUSE Interface

The wizard zearches for suitable drivers in itz driver database on pour computer and in
any of the following optional search locations that you specify.

To start the search, click Mest. If you are zearching on a floppy disk or CO-ROM drive,
inzert the floppy dizk or CD before clicking Mext.

O ptional zearch locations:

[~ CD-ROM diives
W Specify a location
[T Microzoft Windows Update

¢ Back I MHest > I Cancel

7 When prompted for the location of the driver files, enter the location of the installation of the
software followed by the path to the USB driver files. The default location for these driver files
is"C:\Program Files\ BIOCONSERVACION SA\BioLog Analyser\Drivers\USB Interface 2.0".
Y ou may usethe "Browse..." button in the window that appears, similar to the following picture
to help you locate the appropriate folder.

Upgrade Device Driver YWizard x|
[nzert the manufacturer's installation disk inta the drive g |
zelected, and then click OF.

Cancel

d

Copy manufacturer's files from;

E:MProgram Filez\BIOCONSERVACION S.-’-‘-.'\BiDLu:ugj
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8 If you have chosen the correct folder that contains the driver files for the USB Interface Cradle,
you will see awindow similar to the following picture. Click the "Next >" button to install the

driver files.

Upgrade Device Driver Wizard

Driver Files Search Aesults
The wizard haz finizhed searching for driver files for your hardware device.

The wizard found a driver for the following dewvice:

% ISE Interface

YWindows found a driver that iz a closer match for this device than vour current driver.
T o inztall the driver Windows found, chck Mest.

E E:%Program FileshBIOCOMSERMACION SAM\BioLog AnalyzeriDinvershisind2

Cancel |

9 Oncethedriver files have been installed successfully you will see awindow similar to the
following picture. You may now connect and start using your USB Interface Cradle(s).

< Back

Completing the Found New
Hardware Wizard

_\> USE Interface

Windows has finished ingtaling the zoftware for this device.

To cloge thiz wizard, click Finizh.

< Back

[Eancel |




Chapter 10  Appendix 133

Note, if you see awindow similar to the following picture appear during the installation of the USB
driver files, you must click the "Continue Anyway" button for the USB driver filesto successfully
install.

Hardware Installation

L | "_\ The zoftware vou are installing for this hardware:;
.

niverzal Senal Bus controllers

has not paszed Windows Logo testing to venfy itz compatibility
with Windows XP. [Tell me why thiz testing is important. |

Continuing your installation of this software may impair
or destabilize the commect operation of your zystem
either immediately or in the future. Microzoft strongly
recommends that you ztop this installation now and
contact the hardware vendor for software that has
pazsed Windows Logo testing.

Continue Arypway ] E_,E_TDP Inztallation |
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Sensor Responsiveness

Temperature sensors typically respond to changesin the environment temperature in alogarithmic
way and as such you will find that the responsiveness of temperature sensors (how quickly a sensor
responds to an environmental temperature change) is expressed in terms of T90. T90 represents the
time it takes for alogger to respond to 90% of the actual change of the environmental temperature.

For example, if the actual environment temperature suddenly changed from 15° to 45° and the T90
of the sensor was 30 minutes, then 30 minutes after this sudden change the sensor would be reading
(15 + (45 - 15) * 0.90) 42°. Inredlity, it israre for the temperature of an environment to suddenly
change to avery different temperature and then suddenly change again, usualy it is a gradual
incremental process.

For example, if the actual environment temperature changed from 15° to 45° over a period of 5
hoursin alinear fashion, that is after 2 hours the temperature was 27° and after 4 hours the
temperature was 39°, and the T90 of the sensor was 30 minutes, then when after 5 hours of this
temperature change, that is the actual environment temperature was 45°, the sensor would be
reading 44.7°.

BioL og products are designed to produce rapid response to environmental changes. For example,
the BLG-8 model achieves arapid response to temperature changes because the actual sensor
element is external to the logger body itself. The T90 of the BioLog BLG-8 istypically lessthan 5
minutes in moving air, which is very responsive as some internal sensor temperature recorders can
take up to an hour for the T90 of the temperature change to be recorded.
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